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(57) Abstract: Novel scavenger receptors having an SR structure and a collectin-like structure which are proteins having the amino 
acid sequences of SEQ ID N0S:2. 4 and 24 or proteins having comparable properties thereto, which are usable in clarifying the func- 
tions of macrophages and basal immunity, in clarifying the onset mechanisms of various diseases such as arteriosclerosis, diathetic 
complications, re-constriction af^er angioplasty and bacterial infection, in diagnosing, preventing and treating these diseases ana 
in developing reagents and dnigs therefor; and molecules related thereto such as derivatives or fragments thereof, isolated polynu- 
cleotides containing base sequences encoding the same, antibodies and antagonists. A treatment method by using these receptors is 
also disclosed. 
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0^ ^CB » 

i>^"-\^-^y'^- 
- (*P^>fifflSll*3V^T#'<r fhSRCL-Pl J ^^Vf TmSRCL-P 
ij tV^^L. iSi^^IESUL/^t^^m^iimc: rsRCL-Pij t^^-to, 

n6^.T% rsRCL-P 1 sj t^^-r^) f{:'hl^iZ^ch,hcDmti!,i^m-t- 

5, sRCL-pi s^^L^Eiiffl. tmm. m^mmf^m. 

^_;(7:i^it.^ri;^J:m5^ffli-r^^i"^>. Sicit., s R c L - P i s.^ >^>^ « 

(7)-r =fr^7. 1- ^ij-.(>'7>^ s Rc L- p 1 s ^mi^rzm'^'^-^- 

15 ^ -->y^-ri:{cr^1-r5. !H-ii> s r c l - p i s iifijf-^ aL^^m 

?£-r-5;^*^yi^-r-S:^f^ (i^T. SRirf^^i-^) (Krieger. M. et 
al. ; Annu. Rev. Biochem. , 63, 601-637, 1994) It. IdL^^i^tlt^ 
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Mmmmit(D-mmMs^i^m'^^i'i^'B^\2:^fz-r t ^ K. htix^^^o (Brow 

n, M. S. et al ; Nature, 343. 508-509, 1990. Karihara, Y. A. et 
al. : Current Opinion in Lipidology, 2, 295-300. 1991. KrieRer, 
M. ; TIBS, 17, 141-H6. 1992, Krieger, M. et al. ; J. Biol. Chem . 
. , 268(7), 4569-4572, 1993) , . . ' 

hm^^'BA^Xh^ =P- KStt^ft.^^t^t) (AGE : advanced glycatio ■ 
n end products) ^m±$-tt^, MSPtS^f^ffl ^ ^-^^ ^ AGCJiAGES:^ B^i 

i: . TNF (Tumor Necrosis Factor) . II.- 1 (1 nte'r 1 euk i ne-l) Livffll/J- 

isrfi^i^miaT- (puGF) mc:>-^Y.i h .^^r xy^^-f^'^-fEii L, ^i^rsttii-f^ 
h^ALwrnin 'rnim.-U^ gie $ -it 5 - > 7)^*0 onr i , s r ,o»AGn/)fli 

^yh''h'''n^i\^t^^-tl>%%^'J:>-^Xh^'-t (Araki, N. etal. ; 
Eur. J. Biochem. , 230, 408-415, 1995, Suzuki, H. et al. ; Circu 
lation, 92, 1-428, 1995) , S R ^^-T/l- 7 v ^ T -^7 h r> x "C TiAGEW^J^ 

;t ^bi^T^^-5.. t/c, 7 ht^AGET/uy ^ > ct^J-lA 
GETl^Ctl^L, ^.nWm'C&^^'^-t^-^t-h^h (Vlassara, H. et al. 
; Proc. Natl. Acad. Sci. USA, 91, 11704-11708, 1994) , AGE^ISIS-r 
§ S R/i>^^^f$Jifk^l^?^< F^4-r6 
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Nature, 382, 716-719, 1996) , 

•t-s 4j(7)co, jtt^mit^^-ra y K. mK.itr±^j^itiDi (acldd , 

, mitldl (OxLDL) fit'(7)^{^iDU -7U^/U{tBSA^'c7:)^ttgSW. 
<7)^t4y>flg®, :n>Kh^->> (LPS) . AGE, ^{l:*{Bfla:fcJ:l/T.K h — 
^ffioTV^S %X. otl-TV^^ (Hampton, R. Y. et al. ; Nature, 35 
2, 342-344, 1991. Tokuda, H. et al. ; Biccheiii. Biophysi Res. Com 
mun. , 196C1), 8-24, 1993, Pearson, A. M. et al. ; J. Biol. Chem. 
, 268, 3546-3554, 1993, Dunne, D. W. et al. ; Proc. Natl. Acad. 
Sci. USA, 91, 1863-1867, 1994, Freeman, M. W. ; Current Opinion 
in Lipidology, 5, 143-148, 1994) 

SRIi, a 7 7— i/<7)te(CflT^P[^j^^ffllia (Eskild, tf. et al. 

; Elsevier Biomedical N. Y. , 255-262, 1982) , m.^t\^'-mi^ (Baker 
, D. P. et al. ; Arteriosclerosis, 4, 248-255, 1984, Bickel, P. 
E. et al. ; J. Clin. Invest., 90, 1450-1457, 1992) , mif=¥?t^lffl 
(Pitas, R. E. et al. ; J. Biol. Chem., 265, 12722-12727.- 1990, 
Bickel, P. E. et al. ; J. Clin. Invest., 90, 1450-1457, 1992) , W. 
'i^Wm^ (Pitas, R. E. et al. ; J. Biol. Chem., 265, 12722-12727 
, 1990) ^iC^JtLTV^5= S/i, SRIISRA, SRB, SRC (Peaso 
n, A. et al. ; Proc-.- -Nat 1. Acad. Sci. USA, 92, 4056-4060, 1995) , 
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FC7RIIB2 (Stanton, L. W. et al. ; J. Biol. Chem. , 270, 22446-22 
451, 1992) J:I/niacrosialin (CD68) (Ramprasad, M. P. et al. ; 
Proc. Natl. Acad. Sci. USA. 92, 9580-9584, 1995) . t hmf^rt-^O 
xLDL^^^^s: (LOX-1 : lectin-like oxidized LDL receptor) (Sawatnura 
, T. et al. ; Nature, 386, 73, 1997) (C^J^^^n. ^^{^SRAIiSR 
-AI*5 j:t>'S R-AIl (Kodama. T. et al. ; Nature, 343, 531-535, 199 
0) ^ Ibl/1«1MARC0 (a novel macrophage receptor with collagenous s 
tructure) (Elomaa, 0. et al. ; Cell, 80, 603-609, 1995) , S RB«1 
CD36 (Endemann, G. et al. ; J. Biol. Chetn. , 268, 1181 1-11816, 19 
93) id ct t>' S R -B I (Acton, S. L. et al. ; J. Biol. Chem., 269, 21 
003-21009, , 1994) U^Jj^^^tL-Sc 

S R-M:$6XUS R-AIUi^^ h V -^-Vh V . N^y^tJ^r^llS.F^Cl^-r 
^inside-outS(7)llil-iigeMT'^S.- I^SB K'cOnlBJiS^(>Ili, ^^-^ 

K P< >- , a - hel ical coi 1 ed coi 1 K ^ > H Jl XJi^ -< > ') 
^ K^^ >^(7)ffiit±mfli!(^ ^ >7)^|^>i!^^n^ (Rohrer, L. et al 
. ; Nature, 343, 570, 199.0. Matsumoto, A. et al. ; Proc. Natl. A 
cad. Sci, USA, 87, 9133, 1990) , =i ^ — ^ Vti ^ =3 ^ — > 
(^#^^<^ (Gly-Xaa-Yaa) nfllit (Xaa:feVj; t/Yaalil ^ 7i^/^ ^ T 5 / ^^ST 
^joT'bJ;!/^) lr^LTiai9, 1^ K ;^ ^ >li y ;9'>' K^-^^fii L Tr^H^ 
LT 1/^-5= a -helical coiled coil >(i 7 T 5 y ®^ r <!; 2 015 

-S ^#(7)^7°T- y K y t'— h , a -helical coiled coimit 
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ti -5 .\PXYE?iJ*3 J: t» V > t; 7 X U £ !b n 5 YXRFSd^iJ <ir l^tl • 

S R-Al:Jo<i:l/S R-A2li; 'y7^=r^ V^) -y'f- Y i- ^ V^^ — Ki" 5mR 
NA(7):;r/u^--^x^'y;7.7--7^ v/>./7-{- J: i^^t C> S R-AI(±I^ K^-Y> 
7}M 10 fScOT ^ ygf;i^ofi5c'9 . S R-AIIli 1 7P(7)T ^ 7 ®^;^»oB)c5= ■ 
S R-AIjDctr/S R-AIIll, '>4'< <t a :7T-v, flfti 

(Krieger. M. et al. : Annu. Rev. Biochem, . 63, 601-637, 1994\ W 
ada. Y et al. ; Ann. N. Y. Acad. Sci. , 748. 226-239, 1995. Fraser 
, I. P. ei al. ; Nature, 364, 343, 1993) ^. ^ hk^. OxLDLIi®)M<i^ft: 

R-Alio j;l/S R-hl\i)^^< 5 - <v ^ s R-M(D V y > 7. l> :x. ^ -y 

. OxLDLcZ)® ^ R-AI^3 ctU^S R-AlI(7)tS:f'l/j^SST'^5 b ^ A. 

-Jj. S RAlC^j-^^nSMACROliS R -Al i: ^f!^(7)tSit ^ ^ L T V ^ 5 
. a -helical coiled coi 1 K ^ ^ > li#?£it-f . :5l ^ ^ 7 ^'tl K 

i^:^blt. S R-AJ:Jb^J:U^"S R-AIIcT^itii^^^^-Cfo^ IS 4 ^ ^ y>^^^ 
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LTV^S (Suzuki, H. ei al. ; Nature, 386, 292-296, 1997) , SR 
Xlt3f±mtit^LX^(/^-k^mf>'^\SiTir^ z tn^^^^ixXi'^ (Plai 

t, N. ex al. ; Proc. N'atl. Acad. Sci. USA, .93, 12'456. 1996) , 

1^, s RA/ -y i?T^ h-^o :^ tmrnrntf^mio'e^'/ux^^Tyt^EXi^-^ 

0 ^ (Plump, A. S. et al. ; Cell, 71, 343, 1992. Zhag, S. H. et 
dl. ; J. Clin. Invesi., 94, 937, 1994) c ^- ^idi" ^ ~ ;>! J: 

tWS{>-^b$ l''^ 5ii^^$ixTt^6 (Suzuki. [|. ei al. 
: Nature, 386. 292-296, 1997) ' . 

KMl^E. tea 'J>gtllllLl£, ^ftl, Tfl^y V X-!rl^U\SimB^ti'^ 

P^^yJ:l>7^^y£, U hmz.^ii\.hmz^^^m'^m.m<J:>W^yt.\~V\WiX ^ ^ 

-Id. ^mm{::mw^j:'i^m^m-^x^^^mi^^jt^m^"^-7' V 
^^J^ ^i^y^■--3/J^xh^cl*^^^^\\L^^^ 
^(D^;^ H^^^-c- ^C3;5^'a:^i;t ^-r 6.^ ^ ^nx 1/ ^ 5 

, ]5.^Zfih^^i^^\'^itm^\^n\7^X . nn.m^y^>xh^-^> y-^ 
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to, T. et al. ; Int. Immunol., 6, 665-669, 1994) ; 
^^i^'i^^-t^m^ ^ V-yX'h'O . ^<7)tl|it(i'>/^< ,^ ^(Gly-Xaa-Yaa) ' 

n^-h^^ =^ y >mmi^^. mmmm$m (crd) ^^^T'^^5= mbp;^ 

(Malhotora, R. et al. ; Eur. J. Immunol., 22, 1437-1445. 19 
92) . MBPliJl^l:::=i 4 3 (CL-43) . - :7 z ^ ^ > H M 6 S 

A (SP-A) . tH— :7 r ^ ^ > hgeWD (SP-D) joJii/^-yzj^r^-'/u^^v 

^ t%X. btlX^^^ (Kawasaki, N. et al. ; J. Biochem. , 106, 483- 
489, 1989, Ikeda, K. et al. ; J. Biol. Chem. , 262, 7451-7454, 19 
87, Ohia, M. et al. ; J. Biol. Chem., 265, 1980-1984. 1990, Suram 
erfield, J. A. et al. ; Lancet, 345, 886, 1995) 

mb(7)=3 ^>(±, lai (a) (1) CRD^dJ:!/ (2 

) :3 7 - y i^mtMrn m(Dnmmimm^^ts&^mm^^hmf^^h.x\^^o 

Z t:^'^^htlX:3^K) (Malhortra et al. ; Eur. J. Immunol., 22, 143 
7-1445, 1992) , Z CDm^m'^t'^ =• ^ — ^ l^mMi^^^^^^X h V Vi^^ 'J 

^^s3M^^^rj^^'^^^^^'^y^'Ti^i}-i+'y^\^wmLx\^^f^^ 

^ii'^fl^tiX\i^^ (Super et al. ; Lancet, 2, 1236-1239, 1989) = $ 
tf, .\1BP(7)it{E-?-±C0'^^i^gia L/cMBPCOiEif iii;^(7)fgTlcJ;oT, ?i± 
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^^'ii^ertlt-^-t< ^^5c:l.-^e'5JF^J$^/-5^^fi^^tlTl/^S (Sumiya et 
al. ; Lancet, 337. 1569-1570, 1991) = ttz. iry" V \t^±(D^m 
■t^MBP-a ftlii&fS^Tf^ t (Madsen, H. 0. ei al. ; Immuno genetics, 4 
0, 37-44, 1994) 'M^J^.Vk^U^ L-^-^^^ t^^ 0 ^^:^'^h^ (Garred, 
P. et al. ; Lancet, 346, 941-943,. 1995) , MBPIi^^§mffi(C^3l/ S 

*^P^#ibl±s J^:ARiilCBKgiB=tI/MBP;O^Hl:fo J; l/H3^^ •7<D^ i^yji^nLiy 
1fAM ^ ^ /U7:OilSI^^#inL^<lim^t4^Pfi*-r 5 Zt^R.^Ltz (Wak 
amiya et al. ; Glycoconjugate J., 8, 235, 199K Wakamiya et al. 
; Biochem. Biophys. Res. Comm., 187, 1270-1278, 1992) , ^(D\jk^h 
BKg^3- Ki-^cDNA^:' u-v^^gjitt L. BKgi SP-D^ <t cor^^igft E 
tH $ ixT 1/ 5 (Suzuki et al. ; Biochem. Biophys. Res. Comm., 191, 
335-342, 1993). e . ' 

^iEM^iit^ftPj, ^h\z.^(Dmm. ^f-mii^ximmi:. fsihm:.^tih(D 

J6 CD 1^ ^ ^ H ^ (75 ^ I d ^1 J ffl T t ^ rr M ;^ ;^ > V i- - 7= ^ - ^ ^ 
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T X / mSd.?i\^'h^Ji "9 , /-i^oi£?lJ#^ 2 $ /^#^ 1 - 7 4 2 iCTj^-f 
( 2 ) Sd^m ^ I t^it£# §-74-2 2 99 (CTj^-Tliigd^iJ . Sd^lJ#^ 2 

(DT X 1 - 7 4 2 (CTF-rr ? y^gd^iJiTtJi^c^Kffn-^^'-- K-f 

is^ii2?iJ c . ^-^1- - h T r ' - r r" v r-r x l . r/-ogQ?:j# 
§■ 2<.oT l /m-^^-'i ~~ 7 4 2 (I'T^-TT ^ y^id^iJ^^'^^ ^ >• '^-^S.?: 
m ^ '^5 W ^-t- ^ ^ > ^ ^ S ^ ^ - K -r S SSd ^iJ ^ L« P^l /:i 

1 ■' eij?gd ?iJ 5: li'-r ^ '^-^W. ttzit^d. #§-24 i:. -f^ -r r x .> gif Sd-^-J 

( 4 ) gd^lJ#§- 2 3 7 4 -1 9 3 3 {^^Ti-ltSgd^lJ. gd?IJ#^ 

2 4 (7)T ^ /ggg^ 1 - 6 1 8 (I'-Fi-r 5 y i^gd^lJ* /■cl^^(/Jl^^>^'^ ='- 
Jl1l£j|Sidll.__t^l.._^to:.^LMi^iliJ- L < {iinib^ Sgd ^'iclr^M 
W '•^^Sgd^lJ t. X h U > V :c > h f ^ '/ U X L . ^'Oid 
^IJ#§-2 4 C7)T ? 1-618 C'T-t-T $ / g5fid^l|^Wi"5 ^ 

W <t (51 Wc/)t4 W ^ t -r 5 ^ > '• ^ K ^ - K i- 6 ^ Sgd^'J ^ BUmi $ 
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(5) m\\^^■A (DT ^ y 1- 7 4 2 ',^7jk-tT ^7^7 4 2fMf)^b 

( 6 ) iSJlJ§=§- 3 (7)j^S:g:^ 7 4- 2 2 9 9 {I/T^-TJ^Sffi^'J. ga?"Jia^"J# 

^2(7)r ^; y 1 ~ 7 4 2 (c^-rr ^ /g^id?ij*/i(i^c^t^>^ter ='- 
^|J#^2 c/jT ^ / 1- 7 4 2 i::^i-T ^ y i^^gd^iJ^W-t-^ ^ ^^-^^ 

(7) (2) , (4) ^tzlt (6) ;zte^c/).1t y 5^ ^ U:^^ K^atpr <ir 

(8) (2) . (4) ^Ttll (6) [^tmcO^^V ^ ^ \^:t^ I'-^^m'^^ 

(9) (2) (4) le^cO.-Jt y u:7t-^ KTff^SlSJ^ L/clfflSa^ 
1§#L. ^:£$ix/ch S RCL-P 1 ^ >y<^ W^^^-t^Xm^^UZ 

(10) (6) i.ztm(7^^mR^\\X'mwB^ttzmi\^^^mL. m^^in 

(11) S<j4^ii^BflS*/-c(iEi^ffl)]aT*)5. (9) ^fz\t ( 

(12) s RC L-P \'-^B^<D^'^\y^j^^m\:^^fz Vy^T^'y^^ 
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(13) S R C L - P 1 iifs^/ii'^ SRCL-Pllr='- Kfo c DN A, 
^ y J^DN Atfzlt'^f^DN ATh^ (12) teijcT^ h 7 >- v"" - <;/ ^ 

(14) it{5i^|g5Sli@i&Bfjii-'^^^|2r <^ lwj; i9^3i,^-<^i-^ 
'^ft^-tt/z (13) tm(D hy>^i^^=^:y'!^0t hW}!^. 

(1 5) mS RC L - P 1 MBl-fDm^^Xm^'^tz^ y T ^ V-^^T. 

(16) (1) . (3) ^7t(± (5) (C|£|fe(75^ >^^^M^/■cfi^(^rr>^- 
(17) iii')^ u-—Y)vm%. J ^ ^—r)^^>^^fz\t^-f^ Y^^X^ 

fcs (16) icieifecT^feii^, 

(1 8) t hJ.j^^l>(D;aMS<)4^(i' (1) . (3) ^fcli (5)- (cteijc;>^> 

-r5~<tar^L\ ('l) , (3) ^/"cfi (5) (cte«feco^$'>A^K^/c(i 
(19) ( 1 6) ( 1 7 ) (CtB«t(7)^yi^^<^ S RC L - P 1 ^yy<^ 

(2 0) (1 6) ( 1 7) {:itE.mcO^P^t S RC L - P 1 

(2 1) (1 ) , (3) ^/ili (5) lCte®(D^>/s^®(^^t4^pJ^f 
5T =!--X 
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(2 2) (1) . (3) *7t(i (5) i:iUm.(D^yy<^W(Dm\^^fzlii^ 
(2 3) (1) . (3) ttzlt (5) iZtmcD^ >y<^W^^^'^:it2: 
(24) {2 2) [Ztm(D7.^ ^) -=.:yVl5m^^^XWhf\^i:im^. ' 

(2 5) mi\iuiiw^\^m^^'m%^^w.^^f^^(om^(r>7^^ 
i^'^&TfcoT. (1) , (3) i/iii (5) iztm(D^>y<i^mtmt 

PI w 1^ J: o T , mt LDL^ii i,zmf^ ^'Mm^^m-r ^fzibom'^^^i^'^ 

(2 6) (2 5) {ztim.(Dy^^ V -=^y^":^mi:i^^x'i%htitzm^. 
(2 7) .mitiQiwmi^mi^b'mm^^w-r^umvh^x,. (? e). ic 

te«^(7)^i^^fflV^T. S RC L- P 1 ^ >y<:^ Wttzlt^com}ir tmt 
, (2 6) iiteitCO^it^^#tfIlMffie5c4^, 

-^>-r:^&T'fcoT. (1) , (3 ) (5) l^te^cDi? ^^■^iJ'W 

(3 0) (2 9) y -::^>^'::^&(cJ;oTt#^tL/i^i^. 

(3 1) 'mm^(DhGE(D'i^'^izmi^^'-inm^^Ei-^ij'ii:xh^x. o 

0) (rteij(D|S!t^^ffll/-^TT S"R C L - P 1 ^ yy<^'Mttzlt^(Dmn t 
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w o itM «r -f m T- 5 = 

bHtz^mm^^]^^^-tmxhK) , m4 (a ) a. nh\uz^m.^ \- ^ =f-> 

m^n. A : gfft:. B : .'^""^ i^^PitelfflM ( Escherichia Loli ) . ^3 1" O' 
C : ■/"=? AUt-ilfQgg (. Staphylc»joccus aureus ) t)^ h S R C 1. - P 1 ^ 

IS 6 I-;. A : ^{bLDL, B : •v' > ib'J:l/C : AGE/j', hSRCL 

IS 7 It. mnt'^h S RC L - P I ^^11 LTl/^5^/jSf^(lS? "9 iA^nx 

\^^^m^^^^-rmxhii. 

ISSlit, A : ei^A*5J:t/B : -^^^(T^-L^liKz^ElaWl^J^^BSi^, hSR 

cL-p \i)^^^^ixx\^^^m^^7r^-tmxh^, 

, Ifr^SR (SRCL-Pl) (75C^5S<RiJiC(S. £^^-(5(ir*1 41" S t % 
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-helical coiled coi 1 , y — ^ > ^ V ;^ ^ > , ^>-7^Kp'^ ' 

ir^3^j^^AK coiled coil hV^VTa^U •y^;^^JfML. ■ 

^mmWi^:lrS^'Xmm-t^ h S RC L - P i mB^t^J:UmS RC L- 

p 1 MB^.tit. ir#te L/:f 1/^13^19 . id^ij#^ 1 ^ tilt 3 iz/f^-rm^M^^i^ 

hSRCL-Pli?' ct i>'m S R C L - P 1 ^ 

Hhli^i^.tfzltAX.^i'Fm^mio^i^'-. 3js; 0^ ( CI ± le te it (7) ^ T ;5 ^ ^ 
h S R C L - P 1 cDf?'j,i: LT, iS?iJ#^2 4 d^r^-fT ^ yg^f^ Wi" 5^5^ 

Tj^-f/K y ^ ^ u- K ^ ^ tf 5 r <i: /j^ T # -5 = 

mfi^1-6-T5 /itE?iJ4aJ:l>'^M6^l^id?iJ#^2 tfctt4(c:7F-rT$ 
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tzitAiz^^-rr ^ ymm^^ts^>y<^mtmm(D\^w-rf^i^h. s r 

i^^nm^l. D-Y Kt' -I' a -helica , 

I coiled coil Kp' ^ — ^ ^ <!r J: 

^(i. f^iJx.fTt\ 5XSSC, 5 %7=■v^^— h?^?^ (0. 1% BSA, 0 
. 1 % F i c o 1 14 0 0, 0 . 1 % P V P ) , 0 . 5 % S D S ib' J: 

^^>^^-<-hL. ol/^T■^^al^T 0 . J% SDS^^2XSSCT' 

mr^-r^^i^vh^-. s s c(^ft:}o'9 (^iitis s p E^i^m lt^j cti^o 

(i, SRCL-P 1 ^ y/^i^'M.t P^<^t4W^itot>(^/5^#>'^<!:%;t bn 

#1^, id^lj#^2 (I^-r h SRCL-Pl (T^ y^^^.l ~ 7 4 2 ) 
(;9X-^-V-^^gd?iJ(iT ^ 4-2 B^^hf^^ ^ ^%Xh^ . ^ti^r 
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y<-h';^^ys a -helical coiled coil K;^ =^y — ^ymh'?^4 
^-;/i?K7'^>, CRD h' / ^ ym(7)Wm^^^j:T i /^^^U-^^LX 
V^flo -r^li^h. T 5 y ^§-^3 6 ~ 5 7 ICtf-Tp^ v>v=>;//^- K7« 

T ^ y^#-^7 2-4 2 6 (COILS Program)^/ill8 1 - 4 3 1 ( 
MultiCoil Program) iCT^-f a — hel i cal coiled coilK^'f'V, T^/^ 
#^4 4 3 - 5 8 9iZ7F-r='y-^ym K7'-< T i y^#^5 9 0~ 
6 0 6 iC/T^-f-T^ y ^. K;^ ^ T ^ y ^#f-6 0 7- 7 4 2 IdT^-fCRD K 
y ^ LTWco ^(^ftil(7) Ky -1- ^<i: LTfi. m^ll^T ^ ym^ 

•§■6 3 — 7 4 2 (TMHMMl. 0 program) tfzitS 8 — 74 2 (TMpred pro 
gram) iCT^i" ^fflBS^ K ^ > , T 5 7 1 — 3 9 (TMHMMl. 0 progr 

am) t.fzli 1-3 7 (TMpred program) ir7Fi"^flSF*=I V/^ T ^ ./ §St 
#■§^4 0-6 2 (TMHMMl. 0 program) t.tzlt'3 8 - 5 7 (TMpred progr 
am) {^TF-rmW^ h' y ^ > . T 5: /g^?#^4 4 3 - 7 4 2 iCTF-r ^ 
^ >^/55#tf 6^X5= $!b(^. CSU ^f^^^^^-^T^-ST ^ 
/^#^ 7 0 8- 7 3 0;6^f.*ixTl/^/Co ^(D ^ > y<^ =^ - Ki-^l^ 

S/c. ia^lj#^4 (CTF-Tm SRCL-Pl (T^ 1 - 7 4 2 ) 

'7)T $ ygeid^ijiiT^ y^7 4 2m^^hf^^^ yy<^nvh'o . ^n=t=' 
- \'ir^^mmm^m^2 2 2 6i@^^^,fijc^o i^sd^ij(^iiss?ijii^2(c 

7FLfchSRCL-Pltf5li:<, n-r v'>v'■';/^^- K^^-r a -he 
lical coiled coil ^ y — ^ V y- ^ y . i^ / ^ > . 
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^iv. m^[t. -7 ;i^^-7 .'I- ' r y ^ / y V {^S^^ : SODHO, s±ii) (D ■ 
II. m: h B^^lSmi {h-\SdXermanT f^^'V y<J^i:m^^bZ tfj^X'^ b, ^(D . 

Single Nucleotide Polymorphism (SNP) % ^ ^If b Z t X'^ b c t 

tz. mmM^i\(Dm^it=^ F>(Dmm(^^nm\^vmtLtzi,(/:yh^%m(7)m- 

iHifi^^^S^'^^'^ A/i; (Mark. D. F. ei al.. Proc. Natl. Acad. Sci. 
USA. , HI, .5662, 1 984 ) ^ i>l o T ft 9 I r Ti^ ^ ^ . ^ I A" A W 

itfE i^S: Sfls ^ * |g Bfl •/)t^S$id^'i| ;^ ^ ^ 5 . i , =i ^ > 1(7)1511 
^@;t;^i-!i^-cfco-c t). ^^L;^i= K>- ;i J; o TlJ^IR ^ii ,t '^^T ./ 

T ? y T-fc -5 T -7 ^ > , 'J > . P ^ ■> > jo J; l/^ y P > > Pb^T'c/):^ 

't'-rtT -X y ^ ->> . TV-: . ± V >\ hu^^>. 

> , p ^ -> > , -< y p -> > , >■ T- -Y > . y ^ - > ^ 7 ji ^ /u r 7 
>, ^p 7=P i; hVvhyry. T7.^<y^:^idJ:v^r/i^^^ 

yf^xco^m. m^T ymxhbT:^^-y^y^^^xjr'i'^ x>mm 
tiflg • m±mf)m n o:> h (ox ^ 5 o) s l i ^ n ^ a 1 6^ * /z li 

S'^a sna. Ar6^(cii. p 
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tL;0^ii.T^$HaT ^ y ^id^ij^ AX6^iiei:i: L/-;ii57 ^^-^^ Mil. ^^^^(O 
^yy<'7%(DW^^^-^^W0±X^%mz.'^'^^k\.^., ^^t\-t. 

*B^^fB»43T'f^ffl-r5l^fr>t<t II, f^'Utf, iiii L/iS RC L - P 1 
-far ^ yM^'l^'CDflEcTDf&fK-^.t* L, f?<J;tli\ ^ffll!a^K;^^>. ^ 
ISf^ K;^ >\ liiS:ii Ky >, ^ A 'yyJ y Y :^ A . a-heli 
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cal coi 1 tfd CO i 1 hV ^ > . =5 ^ — -t^' > ti K ^ -f >; , h" / ^ > . C 

RD hV := u ^ >fl ^ >\ Y ^4 y ( 'J^ K ^ 

zbiy^X'^. i fcrnib'iir>t^il!l:^$-+^:/-ittfr)t^if 5 ^ <t755r'# 6.. f^J;t 
(i\ i£?iJ^^ 2 iC.Ti" h S R C L - P J T X yf$ia^iJ{i:?3i/^T , liiPii K- 
>lrXi^ "I?§t4S^f$*ff$^-t6 5 8 717^6 3#@Z)^!b 7 4 2 H I (T-J 

>cr a -helical coiled coil ^ bfiJc 5 "T?f ^ * ' 
■i> > \ u tr • t Bf^-r^m 3 6 # e /i' O 4 2 O 7!;ll 4 CJ l § @ O 
T ^ y ^ ^1- 5 HWit , 7*^^ U^'{^CRD K /-( > t^^ -y ^ K ^ ^ > ^' < ^ 

S R C .L - P 1 itfe f I3tt#:^fe ' . . , 

^-I§b;Jc/;S rc l - P 1 MB '-fli^^/i-U^.>5mX'nhn'^ i,(^'rQh ->X 
t V. m t If. ^-fgf^'/) SRCL-Pl^=i- K-r 5J^^ga?iJ.'-J:.. 

^■t i^T -- \- • ^\t^ >^ 'y -i^'ik (Chirwin. et al., Biochem i si rv, 
18, 5294, 1979) W ^ ffl 1/ ^ 5 ^ <t T' # -5 ± R N A b (7) .1^ y ( A ) 
• Rn A<Dmn\tir') ^ (dT) ^^S^L/:imf$, f?ij;i ir 7 r c 7: ^ 

ffli/^TfT 9 :. >;)-iT'§ 5... ±tec7)r>< LXnhMzRHA^mm^LX 
. 3' y (A) m^C^m^^ti^-') ^~ (dT) 

V ^ -V -^Sl^iiS R C L - P ] (7.)T ^ y ^id?iJcO-gf5{I-fg)^?-t-^ 
a-^^^'J 3-5? ^ K^T^^-r^"- <b L X'^m'W-mmx^m.L (Mol. 

Cell-Biol.. 2, 161.- 1982, Mol. Cell Biol.. 3. 280. 1983. Gene, 
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25, 263, 1983) . r (7)ti{^ L Tf# o KficDNAl^^ , f?ij ;i (i'E. co 1 i RNas 
eH, E. coli DNA polymerase K E. coli DNA ligaseT'^SL. DNA^lC'^ 
i^ir^Zti^X^. Z*^cDNA^^#^ lir ;^^T'# 6. r (DcDNA^^y- ^ ^ 

So 

r rTfflv^'5 r<t;5^T-^S7'7;^^ K-<^ ^-i: LTii, fi^F^T-^M 

^ - <i: L T , F'J p B R 3 2 2 , p U C 1 9 , ;L g t 1 0 . A g I 1 

±[^TS R C L - P 1 itiS^^^it^-yrS Z't A<X ^ ^ ^ ^ ^ - 9 
-r 5 -< ^ ^ — T' 5.:: <!:• Ti'^^? ^ L V \ 

K(l c DN A^*i;^iAL-':^r£<i: LTIl. iAaniatish<7Jlj-{k ( 
Molecular Cloning, A Laboratory Manual, second edition) 
-ra r ;5^T'^ So :7 7 — i/-< ^ ^ — (- c D N A ^^fl;z^iAtr:^/£ <?r 

LTti, Hyunh 6<7):^/£ (DNA cloning, a practical approach, 1, 49, 

1985) #^#%{c-r6 :i <t 5. 

D E A E h ^ >'fe. y Tjf 7:31 ^ ^>'?£, y 

iU^'oi haTii—U — iy a >^(D-)5'A (Molecular Cloning, A L 
aboratory Manual, second edition) ff^^'bo ^ > t:' h a /< -y^ — i> 1^ ■i'' 
It, rfilgcT)^ «;/ h (Stratagene^±,^, Amershatn^iM) ^ffl 1/ ^ 5 1 <!: ct o 

^xmmzno zti'^x^^. 
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±tE,-^i£(iJ;oTf^i:^$n/c c DN A^-Y y -/i^^. S R C L - P 

1. W^^"- K-fo c DNA^s^m-t^Ui^lt. -^x^^^i c DN A 

y - - > ^Ifi.^ Ttt 9 C ^ ;d^' T' t o c ^'J X. 32 P 

m.Lfz-7^--7'^\^mL. n^-^N^y y y-r-tr-v a (Proc. 
Natl. Acad. Sci. USA, 72, 3961, ,1975) , 7^7 — ^ />>r ^ y ii'— ■> 

3 >fe (Molecular Cloning, A Laboratory Manual, second edition. 
Cold Spring Harbor Laboratory, 2, 108, 1989) Cl Ji "9 g c DNA 
^^^-r^^^-y^^^')-=-'^'f-t^^tt^X'^^. ^tz. PCR& 

^-^ffll/^T cDNA^-Yy^ y -^fti^ L/c:^^(C{i, S RC L- 

ttz. S R C L - P 1 mB^^^^-t^mm^^ K) S R C L - P 1 it/c^ 

ffll'^Tigfl^L, :7n. y — /U^^iiil^fT 9 ^ ^fflcDRNA^ y ^ ^T-if(^ 
J; T^fb-r^^ DNA^^jP5g#*;i J: 19 L, ^^^noDNA 

ft. efi-)'^)^ p->^ii^ L. s RC L- p i mB^^m^-t^ zt^'^x' 

Proc. Nail. Acad. Sci. USA, 74, 560, 1977) * 7t — (Pro 
c. Natl. Acad. Sci. USA, 74, 5463, 1977) |C J: o T ^^"f -5 :i <!r T 

#-5o s RC L- p 1 MB^it. ±tmhh.fz^ a-yt^hmmmm^iz 

S RC L-P 1 J^SBS^iJ^txt (-^^L/cT^-l' -^-^ffl^'^T, SRC 
L- P 1 y (A) ^RN A^ilSJjI LTRT- P C R&{CJ; 
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. ^ a-zLiy ■^^■■r^ Z t f^niVh^, tfz. PCRlZjzh-r. SRCL- 

, M^ltn-^T^yt-^ ^ (Mattencci, M. D. et al. , J. Am. Ghem 

. Soc. , 130, 3185, 1981) ^Wt^^jb^^fiJ^^ffl V ^ 5 ^&{Ctifo Tilsit 

*iip^ii4fc. sRCL-pi smmm^tv:it^!^mt-r^^i^ 

^-iZ^m-r^. -<i? ^-lii?'J;tli\ SRCL-Pl s^>v<^g^^^ 

-^^ffl^^S r i ^'jiT'^ 5. 1 n V i t r o g e n f±M<^ p 

BAD/' His, pRSETA, pcDNA2. 1, pTrcHis2A 
. pYES2. pBlueBac4. 5. pcDNA3. 1. pSecT 
ag2, N o V a g e n |±S^(7:) p E T , pBAC, P r o m e g a fehl^c^ 
pGEM. Stratagene f±|^(Z) pBluescriptll, p 
BS. Phagescript. pSG. pSV2CAT'^L<liPha 
r m a c i a ?±$^ (DpGEX. pUClS/lS, pBPV, pSVK3 
, p S V L^;0^'*lf btiSc 
^^^^ ^—iZyyf y—i^B >L/c SRCL-Pl s c DN Aid^iJlS, 

P Lzfci "^ — ^ — ^ E.coli lac, t r p, t a cTn^ — ^5^— , SV 
4 0^;],^fc* J:l>ft.^7"'p^-^-. T 7 jo J;t>T 3 T^n^-^-, uhn 
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— t IXn. CM V-TD ^— iS?-^ HSVT'n^— SV4 
(^(i, S V 4 0 — . -If ^ K ^ ;y'n r> ^ /u.x^7Itt|j:n — 

O'l; -C h -5 7)^ , Pfl 11^- li' ^ - (7> S R C L - P . 1 s ^ > ^ 

'mhH. cosmn^. BHKm^^. ve r omm. i^o-'-^m^. HEK 

2 9 3mm. H e L a ISfflUa, J u r k a t 'm^. -7^^ LllBflS. ^ C 

1 2imm. '^^^ FM3 Aiifla, •^'>;^fa*s^icB/ia> #.^^^22, sj:*^ 

S 2 , S f 9 . S f 2 K H i g h F i V e TM (^iif^tf) Ifflflfi 
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yyp^yz^y—^- (ACAT) fgttPfi W^l^<7) r,i||jgS 1^*5 tt 5 ^^'I^O ^ 0 

i§U(Dnm?h. ttzitm^r ^ y i^w^x^^^f&z-TBm'y ^ ^^^^ • 

L, m^^titzs Rc L - p 1 ^m^-r^b . s rc l - Pl(D^m^^^^i^ 
:^^m(D^ >y<^nit. ^tLgflj. mi ■ mm ■ mmL^-r\>^j: oms. 

^ztr^x^^o 

Sd?iJ^-^l tfzlt3(D\^'rM^i:it^m(D^m^m{z&^\^'X. S RC L 
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!7 V\%'P'U< t t) 1 OiM.m. ^tiil-li 1 5 ~ 5 0 i^£cDS $ "T 5 

(D^^mt L < , T^D— yj-^iJffl-f 5^ y =3" 5? ^ UTt^ Kli 1 0 Oii£;5^ib 
't&(7:>S:$Xh^Z:tf)^W.tL^y, t.tz. S R C L - P 1 ^ >''^v5'^^=' 
- K-r-5ii{E^^^(7)|^ttl:JaJ:l>'S N P<7)1^aj^ tiffin ^5 Ztfi'^X^Z 
}iti^h. s RCL-.P 1 jt{E^I^^(cj;oT^-r^^B<^s#lifriiffl>'^^:: 

, iii/3 y ^t^gfirfaiE. ^:^7"D-/Hfn.^. li; h y i^'" y -tr ^ ^ Km^eE. 

t/c. S RC L- P 1 mi.^^'^'^nwm-X Lfim$-y:^ - ^iCi:5jta 

$ oil, ;*:|§P^;)5iffitlt-t- ^ S R C L - P 1 c D N AJ^Sgd?lJ{c£^(/> 
T. y / ^cti(C#^E-r6 S RC L - P 1 3t{E^-(7)Ta^-i$7— fifejc, ^> 

^> ^ti^H^T'fcS. ft{$6^(C{i1#r,|^6 - 1 8 1 
7 6 7-^, J. Immunol., 155. 2477, ,1995. Proc. Natl. Acad. Sci, U 
SA. , 92, 3561, 1995) m h^m<Dm^X Z.}xh<T)U'm%.'^<^^%-h'^'^^ 

xh^: i^^m%'^x%oy^'^-9-%^'i^h\tm%-mh%{%'T)L'-(k\^^, 
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S R C L - P 1 s^>'^^Wfi> n 7 7 — ^/fc J; L/£fig^ 

tf./i^.5>L= s R c L - p 1 s iij^-rc)}7LR:4 ft^M-r^K^otti:^,L- L 

T .31- ^ [- J: ur : • ^ j-iii :^ h ' ' ' , , . 

^mnn. ^f-. ^ 1§ c;:, s K c 1. - - F 1 o rs * /I .'i 14 fL spiJ ^SSti" 
6T :i=L y C. t,r^^-r^., *|feP^a. ^ *5eBfl'7,'S RC I, - P l 

.x:^y--> rii. f?ij;t(i\ s R c L - P 1 S^^fa^-tt/iHaflS 

F-(C(SS RC L - P 1 mB-f(D^^^m'B'i' y ^^^^ii^ 

tixb- {^(DT.^ ^)-=^y 7'ij\^tLX. SWf*c7)/§t4fl::l^ ct oT^ Co 

^iB«S^pHc7)^ft:^fiJ^-r5 (Science, 246. 181-296, 1989) i)'^h^ 
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-p 1 tmi[:lulttzlt^GEt(D'^^m^. mmmmoy^^Tifixun^^ 

^^m\t. SRCL-P 1 ita^^(7)^^U-<yU^'^^ib$-tt7t h ^ > v"' 

3ir:,v^#t Ml)i^{cr*1-r5. r::T\ s r c l - p i jt{ET-<t hs 
RCL-Pl 4'^L<liSRCL-Pl ^ = - K-f'S cDNA. <^Vi»b 

It, S RC L- P 1 cDmBfe*^5V^|^^^|®ti(7)^ff^, S R C L - P 1 ;iJrj 
^MlL (:x>/N>f--, :ZD^-->-, ^>f>D>|^) CO-^(CjX^, ^ 

5 r <ir;i^T-^ 5c ^coi^^cd?^ Aid:. ^^^c7D;^/i(ij: 19 9 ^ <!r ;i^T'^ , 
h ^ ^ Ki4^^#5 r ^ ^^-et So 

miz ^ 515 it ^ ^ T ^ fe flj 3g7^ ^nr^ <7)^mirii mmtLx 
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it. s RCL- p KDm^h^^^^it^^mmoi^^. t h(c4bn^TB;i,t 
3 ^mm^A 8 7 3 1 9 1 ^) . mmmi\^ (Esmm) ^i^ffl 

ICJ:'9, .'{'l>5l5MfE^^?iA-r'5ii{E^ai!^;tST'fc5 (M. Laviiranoet 

Cell, 57, 717, 1989).= h ^\^^lty< ^ V ^ y 7 — P I c r e 
/ \ o X P y =3 > ^^f-f—^lk^^ -ytfti-^^^y^ . -feU fc-vT^ii (Sacc 
haromyces cerevisiae) (D F L P V > X b \ n v i v 

A-r 5 :^r£ 'b $ tiT 1/ ^ 6c 

iim^Ji^(-r*it?6 7-p^-i5'-. if^^c^^j'VA^^^^r:- Ki-6 

itfc^. ^li Ai/i:'""-t/i-;0^ibS*6^(-tifi5c$n6 h ^>^v->;5•^i^^WT• 
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;t - o /c <!: # (7j<7^{^?5t4iL-r ^ - -ilfs^ A L >>'t- ^ 7"" 

^mcDy ■y yr'y h-^ s r c l - p 1 ii{E^(^ltHg:65^iotL 
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Wiiia ^-cT) Ti^aj'S: -JSa $ KTt-^T^ p ^^^^ -i? 7^ ^ f^liji- 5 c <^ 

^ y ^ifi ^ij ^ ^-r 5 ^ > ^> ^ S t /c li ^ c/) Jnt -r ^ H f$ a i i^ 5 = 
SRCL-Pl ^^{% (^'J;t(iMty n--:^/L'i7t 

CL-P 1 ttzltcDm>im^in.!W^t LTffl^^. g «J^^(7)^jt^$:^ Acli^lk 
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7 hl^lSW i s t a rioJ:t>'SD^5';/ h^AHi^L< , -^C^:^!^" 
tiBALB/c. C5 7BL/'6joctt;:i CRT^-^'yT.m^m-t L < ffll/^ 

^—y — t^^^y^^^>(^:^'A (Nature, 256, 495, 1975) -^^(D^lli: ( 
J. Immunol. Method, 39, 285, 1980, Eur. J. Biochem. , 118, 437, 1 
98K Nature, 285, 446, 1980) dtJ^l^HSg-Ct 5c B-^iSiMM t LX It 

.if 1) iTT^ (PEG) y^'^ 'y ^ /\-p^m^'^mifhin^^'^ 

. L < liP E G75^ffl^/^^i^5= ^ hi^m^^W^^i^^rzi^i::. ill: 

#l|llt^flSi: LTIi. 0'iJ;ili'X - 6 3 A g 8 , NS-1, P -3 U 1 . S 
~P'2 / 0-:-A P- 1 ^;5^^lf oHS/j^ ^? S U < It S P~2V 0 bix 
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tt^li 1 : 2 0 2 0 : 1 '9 , PEG mt L<liPEG1 000~ 
PEG6000) ^10~80 %^m(DM^X'l^M L. 2 0 ~ 4 0 

7^^^ V -^y^izitm^ojjm^H^mx'^^A'^. m^it. srcl-pi 

(S^sic^^.Lfc^iiS R c L - p 1 ifii^^^tii-r^:fj'{^. V > 

mt. ^^{^Mn^mmmx-wMLtzs rc l- p i ^m^. uteitT^^ 

it'ui^^tzlt^tliZ.mCb-J5mii^'iJ^oXn ^ Z t^^X^ ii^HAT ( 
-20%, ^ L< 1 0 ~ 2 0 %(7)^fl^j,^lfiL?t^^tf R PM I t&itil. 1 

~i o%(7)^ii^j,^if[Lr^^^ti'G I T^itii, ^tzity^^y^j h'—^mmmm 

^= mmmmit. 5 B-smm. iiTtL< itimri^-'2mmxh^.. 
^mit. mn5%mmM7.Txnt>ti^^. y^^yv \'-'^mm±in(om^ 
imt. ±.t^(Dtn.!km'p(7)tn:s Rc L - p 1 wii^mcDm-^tmmi^ixBim 
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. X'^b, ■r^lt>h. W\m:^mt LXlty i^^^ M./ T -y-t^ (RIA) ^ 

. mm^^m'^m (e l i s a) f i a (^Tt-r^yr-^-tr^) 

^j:EL I S A^i/i^f t Liv 
EL I s A&(^<J:^;^^ y -->i5'"iit>(Tco;^i£i^2pi:Tn 9 ::<ir;5^T' 

t5: ^^tfiw^ t mm(Dmf xmrnt fz^ >y<^ EL i sAxu-h 

BSA. MSA, OVA, KLH, if y ^ > h L < \tP^^ i ^^^y 

:ff'i^xno^tA'^x^. Mri^^lciimB<Dl7mxn^t-r^i7ii^^m^ir 

^/i^^mmttz'ik. n-->^""^^f ^ 
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34 

m^m^m^r k&mm^n 0 f)\ m!^(Dmf^\^v^mi- ^ (j. immun • 

ol. Meth. , 53. 313, 1982) Ztl^X'O. ^ 7 ^ n -^;^^5t(^^^#^ 1 
flSl^ftfflJtlfe (IMDM. DMEM. RPMI 1 6 4 0 *5 J: miEM^) $rfflV^T'?t9l 

^t^h. WfrnrT ^ ci^^ < <i: 5 W r ? y g^^it S . M * L < (i 7 
- 2 0 T ^ y ^o-:>7 5 y ^id^iJti J; o T^|.T^ ^ ^ t" h - -7\-t. ^ <D ^ 

SRCL-P 1 '^L< lim S RC L - P 1 n — i 

V ^ ^ 6 c ifi^ij # ^ 2 *5 J: 1/ 4 te ® $ r 5 / ®f i£ ^ij (7) r^l -C-{*# ^ H/r 

r I ym^m^m^it. s rc l - p i (cifciiw^ fc= v-^^mu-t^z 
-tt^x^^. 
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35 

tii'^X^h. ^^<^)lll^y£<i: LTIi. fij;tfi\ l^tff&. r/i':^ -;ujt^/£ 
, mm..^.r)LW{^. n.%-(^mk. Slt^^t^ri. ^:ty5s^f4s (^ij';tii'DEA 

: mmi^mz.i3\.'xmm'^(Dmf^^fn.i^m(Di&T^^J5±-r^^^^x\ m^. 

VT-{::mm^-^X^^i^Ltzy^y''ry{:i1i^LX^i^:f)'-yJ}m^ < X^ti 

It. t'(Dm^j:t(D^t'(Dm^ittmx'mm^^xi,^\^^:^K m:^if^iym.m 
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36 

i-6^t4:^:^x/H^^/.^ .t'/i^ffli/Mbn^. m'^^^m\-t. raifa.K!^(cWL 
s RC L-P 1 tr:iit^(Dmni^M'r^'e y ^ a~i'/i.^p^fj:'^xfl^yf^ 

0^<7)S RCL-P 1 */c{i^(D|0r>^-<!r (7)^Jg^^/^^*^(-g^^ ^ SRC 

L - p 1 * fcii-?r(7)i*if;i-^a'J^-rs :: <ir;?)5Tt Mi^^i^zrihcDijii:^ 

^ffll^TS RC L - P 1 ^/c(l^co^>t^«iJ^-r-5^&<t LTI±. ^ij;tlt* 

. ^m{±i§.i$iz'^^^^tziiii^tmmtm.i^t[^X 9 s rc l- p i 

^yi. ^fc. mm.itSRC L-P 1 <i:<^f^«^(7)SRCL-P 1 tTtll^cO 

SRC L-P 1 ttzit^(Dmn^®\m-t^m^'i^^m^Lxmi^^(DSR 
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K-Y :y^&;^J;^S RCL-P 1 ttzit^(Dm)=\-(Dm^iZ.i6\^^Xlt 

. t-f. mmimi^t s rc l- p i trzit^(Dm)it^s:rt^^'±tzW:. 

-s RC L - p 1 m^it^i^^mis^^'t^ 2 :^'r'yymt L < itmmitin. 
i^. mm.it^{^^j:xfs RC L- R 1 ttzit^(7:)m)i^mmi^f^^-t=b i 

i£> N - ;^ ^ 4 - (N--7 u-Y ^: f^/u) ->^p^^-!f 

ifibtis, ^(Dfdi, -7 u-r K-<>yV /I'- N- t kp s^— 5 k 

xm^^-^fzm^i^^. ^m^n-r^m3(D^i:^^jiii(Dyjmxmmit^ 



wo 01/59107 



PCT/JPOl/00874 



T >vti\)-7 irT^yy ^-M^ jS - D - 7 ^ h •> ^^'-if, ]) y =^'m. 
Tt[^ a^fi--ii\ K-^^®^ iJ' UT--tr\ v^/U-^ - 5 - ^ n ^ hV 

r> iN i^j J: u^- (/) ftS ;^ ^ , /i, 7/ ... > ^ •> -7 7 -- -tr' , 31 

■t^y. h p -./u, f y t*-- /u^ /cri ni- ^ ^o^/^: 

e'^tliafbSl^i: LTffli/^5c «^li^< (0&W<^5^r>i--5 ::c!r;5^'T' 
3 -nif^yU^> Xf^T y" y T>^:^^M.^ (ABTS) . 

y-H-y^/U^, N 7 U> 5 4_y^ y7^^t= 

y>. 3,- 3' , 5, -5-'— X ^^^^^^-<>>='■v=>^^^^ffl1--5r <t;4S 
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7/U:iM^-t^ V- - D- h k^^ / >^ K) . 4-p<^;l-'>V 
%mntLX}-X. N, N' -^/u h ^ u-r ^ K\ 4- (N 

^ > 1^ , fJ'JxIi'F a. b ' /Fab. F ( a b ' ) ^fc. /K" 9 

LT^^ p-if-zu^ L < it^"V± V '^m^1]^7LX. h^\^^\Vi%'^m^\^X 
IfflflS. Miii^, S RC L - P 1 $r^£?l^*4Tfcixtt'PH^$ix/^v\ 
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40 

^>./<-;U (Epstein-Barr) f^^/U^ (EBV) VMW^i^-t i>1j^i. $ 

mm(Dmm(Dfi^ y y viteT-Kfr Jt ^ o/^ (fx $ n/t iu^^x- ^ 19 
tLm(Dnm\^dk'^u (cdr) ^^^(D-mnm^\^ vcDrntcDntL^-t^-'^k 

-304 989 ^, #r*^¥0 4-330295-^. W09106649. ^ff^Bg 6 
3-036786 ^, i|#^¥0 6 - 9 8 0 2 1 -^^^i^fc^o 

tLTto t Y\VsK^}l\-t^{^'^=^(D^mM^%\tL (CDR : Complementary d 
etermining reagion. teMtt^^nl^) COitfE^^lfi^lJcT),?^^ t hta^^^ae 
^(^^^^ >^') L, ^a^^^a-^OCDR^I^l^fc^^t^^ t h 
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41 

T'^feSSHM-D 33W^ (ATCC CRL 1668) ^ fcliRF-Sl1*^ffl^^5 <i: 

m^tmmxhh-. ttz. IgG^^Tc7)t h^/ ^-^/^^^^^^•ftl^i- 
in wiiroxtfii^Mi^^no zti,x^ ^0 mmxitm.^. f&xmmm' 
Bitmi^iM-r^t hit^i^<^^^^^^''<it>Hx\^^^, t hitfn.i^(Dmm 

limti^U^O^mmt^Wii^^^'X it. mx.lt. iR|lGenentech?± (W0922 
2653. W09845332. W09404679, WO9837200, W09404679, ) ^ Xlf^BCe 
lltech?± .(W09429451. W09429351, W094l380o, w6930623K W09201059. 
W091 16927, W091 16928. W09109967, W08901974. W08901783) ^iZf^^^ 

^ IX s Rc L- p 1 (Dry '^=^'=^7. hmit. ^{bLDL (m^iDi) 
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S R C L - P 1 > ^ w ^ ^tt * 1^^^*^'^ ^ ^'^^"^ ^ ^ ® * 

SRCL-P ir^ii'^K) ^J^^^^^o S RC L- P 1 r^Jii^Sll. t(D 
**fc'5v^li7K!l«-r5^^7)^»S^JlfflLT^^ffl-r6 r <^:;6^T'#S;6- 
^^^^lJc7)^-^{-|i. 0. 00 1~5 0S1:%. 4#l^0. 0 1-1 OSS 
%^-r-5 ^i:;6^T't, 0. o 0 l % J: "9 '^/i^'^ .irT^S-t"5?Mf^5j'^>{SJlf^ 

^ ^ ^ ^ ^ ^ *S ''<^ ^ ^ "I *^ ^ - 

M^S^-. g5l*if^S#. ;STg:#. Kflii^S-^-. Bg^mS:-^^//^iil:^f^ 
;$:|g0^(7)S RCL-P 1 f^ilt^Kti:^ <!r L T ^^i) q=> (^^ W ^ V ^ 

i/V^ D -.:3f-->/UT 5 N.N' -v-<>v/U^^ l/^vT ^ >^<^^— ^S. 
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43 

ijni^y-/wr ^ >^(DmEmT ^ >m7)'^mii' h.h,or. mms^t im. 

tint. mti-£. ^m. m^. il^. h v y ^^^-tamm. y-^-'^m..' 
v^-^K. m^m.. -^^^yUi. ^,=^'^m.. ^^^^m:. vi^=i' 

/ ^ > y^/ut^ym:. ^ ^ y :^ >^^^y^. '<>-tf>;^/^.-^ p- h /i> 

it. M,muim(^Hmffi^m-rztA'^x^^^ 

tiJte^ L /c^jM (col , CD K y y V'f U ^< ^j — y y.'rM. (DDS) 
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44 

^ISI^$. y T ^ y /u^^fi^s. y t--;bT/u=i-/u. y ^=7^ uy^^ir 

/Uyi'^/l'iZ/i^rJ—X, t K P ^ ■> :7"' P tvHr n — .x^ :^7/]^;;^p— 

y , D /p, .it y f::! /uf" P y K> . / ^ V ;^ 5^^^ 

T ? y ^if^/i. . ;^ :$7Ti5' y /w®^;^ ^/i^p^' y -v-^) . fli^ttfwi^^^- (t 

t Kp ^ '>:7P tVUy ^/Uir/UP —7^T±^— ^ i/^t-— h , tS iVifs-i^ir 
v^7< ^/i^^^/Hr/i^p->^. T ^ y y ■^-#) , 

, .It y y T y i^- h . y y p ^-K y ?Li£^ y /3 1 k p 
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45- 

) {irc^cT, mm. im^m. ^j-t^w s^'i, ss^^k m^^. m 
mm. mmmm^. mMitm. -^mwis ^i\tm. "^-^m. mmm. mmt 
m. mmitm. f*??^iK ^^m. ^^m. m^m^(D-mwm^m7Lx^m 

n — 7>;^/Wi/'>i^, t Kd^ v':7'd tVU7> 7^, i- =^ )\^ 
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.1^ y f- ^L-T/un-zw, hy;^/^^. T^t'T^'i., T/u^r K 



wo 01/59107 PCT/JPOl/00874 

4-7 

246#@ ^T(027T ^ y ^ (113. ^^X'^U 'y}. iS^IJ#^ 5 ) 

I ' < O^-f^/jJi L , EST (Expressed Sequence Tags) 7= — ^ --^ — X CO 0 ^ 
'fio/c, ESTr — ^-<— ^(3: . 1996^ 10^1 1 1 0 !.'..' 6767 SOfl^fT-^gd^'J^^^tf 

- ^ 7jH ^ < o fji-L/Cc l# b tL ?t 7= - CO T i / ^lE^lJ O I ^ TGenB 

G] u-Lys-Cys-Val-Glu-Met-Tyr-Thr-Asp-Gly-Lys-Trp-Asn-Asp-Arg-Asn- 
Cys-Leu-Gln-Ser-Arg-Leu-Ala-Ile-Cys-Glu-Phe (id^iJ#f-6) T'7T^$H 

i^l/^75^7|^^(DJt^Sga^lJ^^tf2 M(7)r^-^ (S^#^ : W72977io J;t/R7 
4387) ^n^^t-b'^X^t^. mibft. ^n^'n, l!^^S3l5io JilM^j,^-!!^ 

c 

^ 9-*?% flp !/^'MS*(73) ^D-> (I. M. A. G:E. Consortiu 
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48 

m Clone ID 34472) ^ATCC (American Type Culture Collection) J; "918 

ALT. \;xT(7)^^7^ti^>i;^^-\^±y''^-f^n(Dtztb(D^<^ v--=^> 

T|±|^. M13 Universal Primer (iS?lJ#^7, 5' - :7>U;^- Uir ^ > -cgac 
gttgtaaaacgacggccagt-3' ) ioJ;I/M13 Reverse Primer (ifl^lj#^8, 5 
• -7/1^:^ U-tr^ >-caggaaacagctatgac-3' ) ) T^^Lt^c 

v^^i'^^^xi^'-^ (DIG) =7 ^}Vcmh-7 u —-f^y 7 A 

(Reverse "77 — . caatctgatgagaaggtgatg (gfi?lJ#-^9) :ioJ; 
U^Forward "T^-Y'V — . acgaggggciggatgggacat '(|fi^lj#^ 1 0) ^' n T 

;d-v^;^7^^X^±|;l392A DNA/RNAv^ir-t^'1' -t^'-^ffll^Tf^i^ 
L/c= DIG7-<^Hi. PCR DIGT-'d— h (-<— U > • -7 

DNA (^n— >W72977, 50 ng//il) : 1 [i \ (100 ng) , 10 x ^3.WV0: 
5 /i K 25 inM MgCl 2 : 5^1. dNTP (PCR^ ^ U > y i^ ^) : o ^ I . 
20 M Reverse:7" -7 ^ -v— : 2. 5 // U 20 m M Forward :/ 7 : 5^ 
K H2O : 28 /iK Taq U ^ ^ — t^' : 0.5^1) = PCR;S:i^^{i. Th-?± 
l^ifV^ U T^:' ^-^ffll/^T, 92°C153\ 55t:i5^^. 72^C 2 :5^(7)Ht-r 
^35[a]fTo/-Co 

3fe-r. i:xT(DX 9 1- 1 hB^^*5(57 7- vcDNA^-r 7'"^ y — c?)^^ h u 

-V3>^ffofCc mLBlfltil (10 mM MgS04:Jo J:r/0. 2%-7/^ h -^^"a 
ti^LBitHil (I ghy^h>. 0. Sg-Y-T^hnidrTLh^^h, 0. 5g NaCI 
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4? 

/lOO ml) VSl^CiLX leB^f^i^^ L fc Escherichia coli Yl090r- 0.2 ml 
t. SM fiffi?^ (5.8 g NaCK 2 g MgSO^ • 7H:0, 2 M Tris-HCl (pH 7.5 
) 25 ml, 5 ml 2%if"7^>/L) T'I^Pi#r. L fccDNA^ -Y U -0. 1 
ml^37t: 155^ >^ h L, ^<7)f^2. 5 mlCOLB-TOP T :^x:2 — 7. (0 

. 75%T;??"D-;^/LBlf jt!!) (i:tlO ;t l^J- <!r L . 90mm 6 LBiglte^' I/- H 

m^f±M) (i.5%T;?;-/LBi§il!i) icti/^;^^:- • i5:b''rBl^?£T'@{l:$-tt, 

X 10-= pfu/mlT'fcof-c rt^ct^tc^-r K U— ■> a >erfro /ccDNA^ 

mLBJglt!lT'37'iC{wT16B#rBl^# L 7t Escher i ch ia coli YlOQOr- 0. 6ml 
tSW kMWmX'^^LtzcDUhy-^y'yV—l x 10" pfu^, 37"C(CTI5,5^ 
f^y( zx -<~ K L, ^0 fs7. 5 ml LB-TOP T tf ^ — 7-'^ (0. 75% T tf — 
^) l~nQ:tXii}— t Lfz. ~ia^l40 mm-c7)LBtgi{!!^T h (BtKS^^ 

B^r^V >=Jr^ 3 > L/cc -yy-^n^f^irmiS^tik. -/Xl:^. i-^p>^ 
>y U>-^(7;>$c^^fTo /-Co ic^(i. i-^ hy> (Nytran) 13N 

t — T> K->:x i:> 3iyU|±|^ (Schleicher and Schuell Co.) ) ^ffll^ 
Xn^tz, 12.5 cm X 9.0 cm(7:)7 Y /U^^-^^^7K(C?f ft T 10^^ reWb-fr 
Ttm. 7 h-r>3MM;^±jw^ol^T^:b''^c?7k53-^r^* :^^-^^Jf^fi}c 

mt'^L. W^fi^m.it^'^fz, 0.2 M NaOH/1.5 M NaCliCj;<9 2^^^Fp17t- 
vDNA^'^tt^-tt, 0. 4 M Tris-HCl (pH7. 6) / 2 x SSCT 2 4^ fP L . 
2 X SSC-e2 53^rB^?^?t^t7o/Co ^(7?f^, GS GENE LINKER {y^-^ iry y V 
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y >; ir--> 3 >/<•;/ iJ' (C^ L^^^ 7" 'J ^-Y if-v- a >'?g?i5 (5 x • 
SSC, 1 % y D -7 ^ > , 0. 1 % N- -7 n ^ /U /U n v- y , o. 02% SDS) 
,ir68=CJiT 1 B#FBiyu^^-r :7"U i5^V-if-->3 >er?To7cc ^t'/^T, >'<-^^ 

55t:i^-ci6B#r«v--(' ^' u if— 3 x^fro/co ^^-r :7' y y>r -if- 
v^ 3 > T ^ :7 ;u ^ - { a ;c T 2 X ssc/o. i %s\)smm X' 5 ^j-PbI , 2 
(E)j5t?^L, 55t:iZT. 0.5 X SSC/O. \%S\)SmW.X'\o'Mi\2^\%r¥Ltz.. 7X 
IwDIG^iffiif^ I (100 mM Tris-HCl, 150 mM NaCI (pH7. 5) ) T 1 ^^FbI, 

sDs^i^iL. Dmmmu (i%yn o,dr>nfij. DiGmmm I) -cao^^^i 

V^T-DIG|iI{$f?^nTtaDIGT/l-;^ V 7 ± ^ ^ 7 ^ -ifmt&^i^ (-<—V '^1^ 
- • i.?±M) ^5000^^;^!^ LTt'/tiftOP^T, Z^'yif^^^^^''^ 

^aX'fToTtlt. ^ST'DIG?ififif^ I -ClS^^^rsI 2 lE]?^fert L/t. DIG^I'flf^i^ 
III (100 tiLM Tris-HCK 100 mM NaCl (pH 9.5) , 50 mM MgCls) T' 3 ^ 
FBm^-rS^ .t ct iQM g --(7)}jiJ^?rlSii>^, NBT/BCIP (^Q^tM^ttK) ^ 
DIG|I®?f5lII(^^Px.yc^iff^T|gfe$-frfci: ^5, 1 Oilil(7)Pit4^ 

P^^f^L. ::(7)^|R?i50. 1 m 1 ,h fiiLBi§ itil T 3 y^C 1 6 H$ PbI i§ # L Es Cher i c h 
ia coli Yl090r-0. 2 ml^^glf, 37iC CIT IS^'-FbI Y ^ KL/c= 

'/^^?i5<^2. 5 ml LB-T0PT;<? D — 7>(::j]P^T*^-<b L\ 90mm«i)L 
BlgltiiT^u- KCi^v^/itt^Iri O^icf^i^L. i55^rpmfiTil<t:$-it. 4 
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SI 

-7{cAPx.T 3 0 '^f^m^-r:m^ L Aift . 15, 000 rpmT' 5 L . 

#?>n7c±ri«rl*M<t L . TaKaRa LA PCR Kit Ver. 2 (^Mie?±l^) ^ 
PCRlvii: "9 -r V-*^- hDNA^ iritis PCRco^SJ^^meiti^ aT<7) 
*3'9T\0'5 (±r* : 27 /iK 10 x LA PCR Hflfifi^ U (Mg-'-^a) : 
5/iK 25 mM MgCh ': dXTP ^ •/ ^ 7^ : 8/iK 20 AgLll Reve 

rseT -7 -7— (iS?'J#§-l 1, 5' -ttgacaccagaccaactggtaatg-3' ) : 
2.5mK 20)i/M Agtll ForwardT'^ (Sd^'J'S^ 1 2. 5' -ggiggcg 
acgactcctggagcccg-:V ) : 2.5^/1. LA Taq ;H 'J v — il" : 0. 3 /i K. H2 

xi^Xf±S«-:/— > Amp PCR>-;<7^^9600%fflV^T. 98C20|j'\ bSC 5 
.>r ^ 30 [El ?t o ... PCK^ n . I'VoT 7J o — ^ 1^ ft i«- T 

Sephaglas BandPrep Kit^ffll^/c. 

^ 19 tii L /rDNAKIritfS , ^ f h a >f±|^TA ^ p > r^^r h O 
pCR2. l-<^ :$'-^ca^iA^/•c, Mll^;t7t-<^> "tt, -r >t:- h n v'i>?± 
I^TA P - ^ > ^ h (C ^ S i^ § TOP 1 OF' \Z. mW^^ L ".l . ?f^M$5 
^f^^LBl#fl!l (lOO/ig/ml T>t^^>y>-) T-m^L. T /l-;^ U SDSfe(Cl J: 

^t^bn/:lDNA^ii^^,!r#;t bn^^ilPggl^TWtlfrL. ^DNAllfT)t ^pUCl 
S-<^ -9 -[LWi^Pi-. XLl-Blue ceXW^mW^^Lfz, Jf^WfeJ^f*'^LB±t 
. -(.l-0.0../i-g/.ml T y t= -> y » T'^« L . Tfl^iO') SDS/i {I J: T 7 ^ 
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S2 

K^tttiJL/-:ic CL-Pl-2-l^^o(i^ EcoR I-Hind lU^ ^ ^' ?i > h . Hin d 
III-EcoR lyy^'^y h^^tS-fy :^ ^ H\ CL-P 1-3-4?!)^ bl^. EcoR I 
-BatnH I 7 7 ^ V > h . Bam H I-Sma I 7 ^ ^J' V > h , Sma I-Hind 1117^ ' 
iJ'V > h , K£n I-Sau3A I 7 "7 iJ'' / > h . Sau3A I-EcoR ^ V / y h . 
5 EcoR I-Kpn lyy ^' > h . EcoR I-Sma ]y y V' / > h ^^ts^y" y 7. j F 

, CL-Pl -3-775^ bli. EcoR I -BamH I 7 7 > h . Bam H I-Sma I'y yV/ 
:/ h , Sma I-Hind III :7 ^ > h , K£n I-Sau3A 17 ^ > h . Sau 
3A I -EcoR 1 :7 ^ iJ'V V h . Eco R I-Kpn I :7 ^ h . K£n I-EcoR I y 

y V :^ > V^'^tsy'y K^^#/ic 7""^ — liAutoRead Sequencin 
10 g Kit {y 7 ;i^-7iyr\±^) •^f^(7)Ml 3 Universal Primer (ia^iJ#-^7) 

, M13 Reverse Primer (id^lJ#^8) 4^ J; I>TITC ( 7 r /l-^ ->T fchlJ^Fl 
uorePrime) [ZX y LfzUT (D-:^ y ^ — ^DNA/RNA:> > ir -•r-l' 1f— «r 

K*3J:I/A. L. F. h ->-^:/1f--T-^pIfetcOJ^£iE?iJ^?^^ L/i. 
15 HPP 1 : 5* >-cgtgaaaatgaatggaagtgg-3' (iE^US^l 3) 

HPP 2 : 5' -:7/L'::!M/-fe^ >-ttttatccaitgctgttcctc-3' (iS^lJ## 1 4) 

HPP 3 : 5' -7/U3M/ir ^-ctggcagtccccgaggiccag-3' (6fi?iJ#^ 1 5) 
20 , 

HPP 5 : 5' -:7 /U::^ U-fe -Y >-gctggtccccccggagagcgt-3' 1 6) 

i^±^JfeL/c^Sifi^iJi9?:^{^:}b^ltSMlS&li, [114 (C^r:i-ii 0 TfcSc HI 
4 (a) {I, ^#JbHjt7.;^-<>v=-\'-Uir:7-"^-(7)ri U^^>tiit^53-(7) 
0RF;6"i^$K. r (7)tf cDG-X-Y (Gfi iJ'' U > ^ L . Xiu J; T>'YJ1 1/ 5 
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53 

tz^Mm i^^l^X hu'l^m'S Universal Primer (UT 

*oJ;I/Ml3 Reverse Primer (RT'^^H^) ^7^1".- 
^iblC Cap site cDNA^ffll^T, Z (Dsi^i\(7)^^^mfih.'^.^ ^Uo l^ii^m 

Cap Site cDNA, Human Liver ( NIPPON GENE ^tm) (C J; t9 , mi^^CD ' 
iRC2 Primer (5' -caaggtacgccacagcgtatg-3' (id^'J#"§' 1 7) ) ^dJiU^ 
Applied Biosystems 392A DNA/RNA ^>>±-^^ -f—^^ X 'O -^I^Lfz 

TGPl Primer (5' -tcttcagtttccctaatccc-3' 1 8) ) ^ffil^T 

^1 iHlPCR^'fTo/i, SfCi^^gif^^ii. 50/il(^T. LA PCR Buffer I 

I ( Mg'"^ ), 2. 5 mM MgClj. ix^'n200 /i MCOdATP, dCTP, dCTP 

4oJ:U:dTTP ( U± ^?ijtt±M : Cap Site cDNA Human Liver 

, 0. 5/zM 1RC2 Primer (U±. NIPPON GENE Jtl^ ). 6 1>'{-0. 5 M TG 
PI Primer^ a ti>^)C^<!: L/i= PCRIi, B^^i95'c\zX20f)^\ T^-l^C/i?" 
60't:{Ci:20?j;, f*ftiStt72-C(CT20fj;^351f -r ^Ttiit "9 ig L;Kf2;HU 

lC?A'^t495 ^ci^T5:b\ ^ft(^f**Stc:^72^C(CT1053^^ail':7^D Xyi^T 
fTo/c. ^ 1 ©PCRI'.^-Tf^, nested PCR ^fTo/c. ^ 1 IhIPCRM^^U 1 ^ 
^§^<tL, ^7 -< -7 — li'^,MC02RC2 Primer (5' -gtacgccacagcgtatgatg 
c-3' 9) ) ioXlf-B-f^ TGP2 Primer (5' -cattct tgacaaact 

tcatag-3' (id?lJ#^2 0) ) (TGPl Primer t^m^^ lX^f5&Ltzh(D 

) ^ 10 PCR ctl5]t^(7:).K^c:^ms5i. ■ju ^'^M, (fiL, f--r^/u|^ 

(i251^-r T'fto/i, JL^±c^^ PCR SfC^li^Mittti^ TaKaRa PCR T 

hermal Cycler 480 lLX<On^tZo %hixfz PCR mifi^T tl ^ - :^ ^ 
n.%ifS^W]\Zl^mm'ik. V^¥^\^^^m^^L. -BQ ''C, lO min. 

I^L. 15000 rpm, 10 min. 'M'b'MViks ±m ^ =^ / - /^itmir ^ Z t 

i^^^mmifz.. 

mmttz DNA I0TK-Ii; Novagen ttM pT7Blue Vector iClI^^iA^. ^ 
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^ 13 > hir/l^ XLl-Blue ^fflHaiCff^ Wtcj^ L -. BUB^ 

fls^ LB J§Jlil (100/ig/ml Tyt'>V>) T'^#L. T;U;^7y SDS 
X'OzryT.^ K^tttHL. Pharmacia AutoRead Sequencing Kit io 

XXI A. L. F. DNA Sequencer TJ^£ia?'|(7)^^^tTO fCc y"7^-^—lt 
AutoRead Sequencing Kit '^.f+CO M.13 Universal Primer (ifi?IJ#-§-7) 
M13 Reverse Primer (le^U^^S) ^rfflV^fZo 
^ b !- > ifis (7) SilS C7) i6 1 w t§ b n fi cDNA ^ . n - (75 jl^ gFP 
^ ai>;^75iP5_hJjS;^Io]c7:>T7-Y : 5' -atcttgctgcagattcgtgac-3' (@S 
?ijf^2l) ^^fiJcL, fl^^SJfecDNA^-f y - ( n - > 7^ -y f±i^ 

) ^ y -:^>r^^Tofc, y-->^'i±'^fi)cLfc±rjS:^r6ic^T 

•7 -f -v— : 5; -atcttgctgcagattcgtgac-3' (IfiJlJ#-^2l) <t^^^— 
S"^ tl-S — SfP5^<^^'7 ^ A gtl 1 5' Sequencing Primer : 5' -gactcc 
tggagcccg-3' 2) ^ ffl 1/ ^TPCRir J: i9'fTo 2. 5mM MgCl.2, 

1 X LA PGR Buffer '11 (Mg=^^^) . 2U TaKaRa LA Taq, TT^'^^-v— 2^ 
(5' -atcttgctgcagattcgtgac-3' (ifi3?IJ§-^ 2 1 ) , Agtll 5' Sequen 

cing Primer : 5' -gactcctggagcccg-3' (Sa?lJ§^2 2) ) ^^ix^no. 

2 /iM, fl^^S JltcDNAT'l'^"^ y -1 Ml. 7K^^*50 /i 1 <t ^'^ 5 ct 9 1^ 
;?IP;tS)^^?i5^l^i!^ L. 94"CT2^^rp1^lrl1f^ ^/^. 94°CT-30#rp^ , eO^CT 

K?§?^! (0. iMg/tnl) T^fe^fti/\ }> 7 /l^ ^ — — T*«< 

•9{±iL, -80°C, 10 min. <f^L. 15000 rpm, 10 min. ii'D5j-^tf^. ±?i 
tr^i^, :^^y-7Uit^-rsr ^l^cfc "^^tl^L/io Itl^Lfc DNA llfrK-^ 
. Novagen tt^ pT7BlueVector {Cl^^V-ii^, r ^ ^ — •gr XL 
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I-Blue(/)-> t=^> hiryKcff^^$5I^Lfi. mmfi^i^lt. LB tgiffi (5 

ttatjL. PE Applied Biosystems ?±|!^ DNA Sequencing Kit io^Ui^ — ^ 
^ ABI PRISM 377 T':^Sid?l]<7)^^^tT o /Co ^vi'-^-liPha 

rmacia HlM AutoRead Sequencing kit 1^.^(7) MI3 Universal Primer ( • 
id^lJ§^7) ioJ:t>'Ml3 Reverse Primer (ifi^lJS^S) ^ffll^/t: 

^^tA-^mh/)^t:^i:^tZo ^:X±(DZ t^'h. r :iX'nhHtz h S RC L- 
P 1 (D cDNAIi 2628 l^S^a^, 2226 j^£c;)ORF ^WL ' 

(iQ^iJ§?-i) , ^n^^2[Zyr^^h.=biA2(DT i ym^T I y m^='- 
^iJ -C 6 > ^5 p;! .0 ^ > o , 

L/C, icl^iJ#§-2 3 I^TF-TJ^Sid^iJc/Jm 74-1 93 3#g(Cj: 

^J^i^'l 5 : fr^^ ^ ;{7^> >^> — Uir^ j^— (OcDNAc/.)fe# 

h S R C L - P 1 <ir |WltICO;^^i(- J; V) ^ ^ r> ^^:p|]|jcDNA7 ^ "T" 7 'j -(7) 

t^to ff^HT'cm S R C L - P 1 tOcDNAi? D — >(12637i^£-a-^;'^, 22 
26:^S(7)0RF ^^L (iS^iJ#^3) , ^ 4 (l^i^ ^ 



y&MQ : h S R C L - P 1 (7)— iitt^!a"< .^ -pEGFP-M -hSRCL-P 
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^6 

tt. 1 iC7F:-r h s R c L - p 1 (7:>miih=' h'>^^h^^it=^ K> 

^ T^ccgctcgagcggicaccatgaaagacgact(7)iilSi£^'J (ifi?'J#-^2 5) 7)^6 
'^Ih'jyA -v— ^ tccccgcggtaatgcagatgacagtactgt(7)J^SSd?'J (id?'J#^ 
2 6) ■b^hflh-7'y4-7--^^\.^X. t hli^^ft 5l5cDNA^-l' y -^11 
LT, PGR {^iJy\^M : Takara Thermal Cycler MP) J: 0 $ 
^t^bi^/i h S R C L - P 1 cDNAlrpT7Biue T-Vector (Novagenfchl^ 
) lC7-r ^T-'-v-a > L, :'^fli®XLI-Blue{C ^;:^7^;'-i^3 V^lrtTo 
fco flbKfc^? p-->;6^^ h S RC L - P 1 cDNA^-^tl':7'7 ^ ^ 

*T'T^^k LttS^L/£pEGFP-Nl-<^ ^- ( a - :^ ^ ^7 ?±M) («l^-ry- 

L. — j^t4^^-<^ ;$'— pEGFP-Nl-hSRCL-Pl ,h Lfco 

7 : -i§t^|§!a'>;^^.iA^ffll^fc h S R C L - P ] c7:>|g^ 
USSF'J 6 X'%hf\^fz.^^^^ ^— pEGFP-Nl-hSRCL-Pl <tLIPOFECTAMINE 
2000 ( LF2000 ) Reagent (GIBCOBRL?±M) ^ffll^T. CHOl^lBfla (^:Jo It ^ 
-)©t4l§?a^g^^;t, ^-f , LF2000 Reagent^?^ (LF2000 Reagent 12/i 
K Nutrient Mixture F-12 Ham (Ham' s F-12i#ll!l, ( -> -v f±|!|) ) ) 

0. 2mi^2pfiL, y^f^'^\^x4 =i-<'- v\^fz\k. ^ -mm.2 

ml (pEGFP-Nl-hSRCL-Pl^^ ^5^-4/1 g^ Ham' s F-12i0itii) <t^fPL, 
20:b^rBV >:Jr ^-<— h LfCo ^<^ft^ 35mmi/-t — KCT2 ml Ham' s F- 
12^it!l (5%FCS^L0 T'iii^if {I^T'1## L7tCH05i«flS(^?S^-:/]n L7tc 4 B# 
Pel. 37=0. 5%CO:TTlt«^fTo7tft. ifLv^i§lt!l<!:^i^L, ^^.(Cggt-t 
X20mm. 37°C. 5%C02TTt^*^fto/io ^ 3^.(7) ^ffi fel L T II, x^ y 
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■ I/Myc-His A-hSRCL-Pl(7)ffi^ 

*-f. (iTF-fh S RC L-P 1 cDrJ^^=' K>7i»ibifi^il:=3 K> 

^T^aatgcggccgcaccatgaaagacgacttcgcagagO^^SidflJ (ifi?lJ#-^ 2 7 
) X)^b^<^ S:7'7'^ <!rgctctagaccgcggtaatgcagatgacagtacc75l^Sifi?'J ( 

^)—^m^t LT, PCR (^;?7^?±i^ : Takara Thermal Cycler MP) J; ' 

^i^ipi^^fc, ^#!bi^/c h S RC L- P I cDNAarpTTBlue T-Vec tor (No 

vagen?±|Jl) |C 7 ^ - -> 3 > L . ;>^fl§gXLI-Bl ue-^(7) h ^ > 37 ^ — 
->3 >^^TO /c.- ^htltz ^ u — '^ti^h h S R C L - P 1 

L/cpcDNA3. 1/Myc-His A^ ;7 — ( Invi torogenttiSi) iC 7 -f 'Jr — 3 > 
5rfTo;^Co ^'--> 3 > L/c^;^ >^ 5 Kli^KlIigXLI-Bluefi h 7 > ^ 7 

> $:^#fBflSfi^ftfi£ffl^^ ^— pcDNA3. I/Myc-His A-hSRCL-Pl t L /c. 
^jiaO^'J 9 : hSRCL-Pl 

'^'^m^X^h^iz^^^^ ^ — pcDNA3. 1/Myc-His A-hSRCL-Pl <t LI 
POFECTAMINE 2000 ( LF2000 ) Reagent (GIBCOBRL|±|^) ^fflV^T, h S 
RC L- P 1 c^$^|gJa^S^^/Cc ^T. LF2000 Reagenty;§iff^O. 5 ml ( 
LF2000 Reagent 30 m 1 > Ham' s F-12i&ii^) ^'i^fiLv S^^-rsl^rSTM' >'=^ 

hL/'cftx ^^^—WM.^-'o ml (^^^— 10/ig> Nutrient Mix 
ture F-12 Ham ( Ham' s F-12itltil ) (^>^"-7|±M) ) <tr?l?PL, 2053^^^ 
■>r-:^=irrt-<- h LfCc 25cm'7 7^ =3(::T5 ml Ham' s F-12ttltil 
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O0#Fb1. 37t:, So/oCaTT'^ft^^To/Cc' igltil^Ham' s F-12ltjtil ( 

5%FCS, 0.4 mg/ml Geneticin (G I BCOBRLthM) ^ti") J^l^i^L, 

hmi^^^j:mm^^^tzi^{^. ir/uy-^- (Becton Dickinson fiS^) 
ICJ; 19 y-T"^' >r^'fTo/z. *-r^ffll!S*ffi{^^^^il:/ih S RC L - P 

KDm^^n <>fz/ BmB^t^ Ltz2Scm'y'7 :^:^(Dmm^o ml PBS(-) T 
2IHl?5ferf^L^c^^, EDTA solution 0.02% (i-t!y^y':^i!^tt^) 0.3 ml T' 
m^^ltt'^L. 10 ml PBS(-)(l^jSL/if^. 200 x g. T^j^f^l, 4=CT'it'D 
'ik. ±m^m^Ltz, m^tzmn^i^^myc (lnvitorogenf±l^)^2% 

FCS/PBS(-)-eiOft#i^ Lfij^?^^50M 1 ^.;^IDL. X<m^k^-mMLtzm 
, 4 C :/ i 3 > L Ttc ^(Dtk. 2% FCS/PBS (-) ^ 10 

mimmLmMLtz^k. 200 x g, t^^^PbI, rcv^'brn. ±m^i^^£i-5r 

ti^J: '9r5t?f ^ftoVco ^io/c^^flaiC. 2% FCS/PBS (-)T'lOi^^ IRLfr- 
«*^infl^Alexa488<II^^-7 ^;:^IgG(H+L) /§if^^50/; 1 ^JO L . J;<^ffl/ia$:e 
^Lfcf^. 4=C-e205j-rBl-r >^rL-<-->3 >^fTo/Cc ^oft, 2% FCS 
/PBS(-)$rlO ml mMLmMLfzm. 200 x g, T^f^. 4=CT'il'Dft, ±rf 

c <b (.1 J; <9 i5fe#?rtTo fio ?io/ciaflS^2% FCS/PBS(-) «r0. 
5 rallc^i^L. y— ^i^'t^v^^i^i: L/Co 1^>:z/^tl-fe /u^ h ^-■:»- 
-^-\' -;/77-'f^-^5 ml (Becton Dickinson ?±M) ^il L /cf^ l-ir 

^i^3->Ltz. 
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Zixh(Dmfi^^ . ^hf.^Z^. Ham' s F-\2^i^ (5%FCS. 0.4 mg/ml 
Geneticin^ti") 2:\00^l -T^ AixX i6^'fz96'Krmmi^^mzf h\L 
l/\htz^ \mf^-r^';>^^Lfz, 37^, 5%C0:TTi§#^fTl \ iMf^i^^ 
'<k. 100/^1 -f-^)^W0.^yi^7L. $ ib{CliirBli§#^no/c... Ge 

neticin(C >- a >{CJ: "9 l^M L T ^ n - > L T 

^- y - -T ^ >rlC7^)^li•'5l^^<^ Ptll-S^fef^, FACSCalibur (BecLon 
Dickinson ?±S^) iC;6iltT« Ig^fttT^SSIg^fT o fCo H i| ft cT) ,ii I .^ ^J' p - 

(CHO/hSRCL-Pl) <!: L/C: . ^ 

^J^fJ'l 10 : h S^ R C L - F' 1 <7:4M-^!^^{t 

Zymosan A BioparticJes. Molecular Probesf±i^) . ^' ^ PS f4 tIB ffi ( 
Escherichia coli B-iopart icles. Molecular Probes-y:M) tj L<{i^'"7 
•^fiitt^fflffi (Staphylococcus aureus Biopart i c 1 es , Molecular Probestt 
S^) , (2) mitldl (2.0 mg/ml LDLirsO ^ McT^CuSC.^Ms^JP L 24B#r«1S/:c^ 
^•t^:fctiC7)i^PBS(-)iCii|lTLfc'b(^-^-fcS: ) . (3) AGE-HSA (AGE-t h 
Mr /I'-y ^ y . Ikeda, K. et al., Biochemistry 35(24), 8075-8083 
(1996)i^t^oTl^l^) . ttiit (4) -7>y-.:^ (a-D-Mannose BP-Pr 
obe. ±i\l^T.m^±M) L < (i7 =1--:^ ( a -L-Fucose BP-Probe, ±it 

^xm^tm) {ci^-r-s h s r c l - p i (D'^^nm^^m^tz. 

5t-f, CH0/hSRCL-Pl^35 mm4^' h 7=' f v" ^ (tii'/a 7 >^ ?±i^) (CI x 
lO'^CBflSfil^ . 3BrBl37^C. 5%C02TT't#*^'rTo/tc t^^flHam' s F-1 
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2i^i^ (5%FCS. 0.4 mg/ml Geneiicin^t?) 2 ml, -Vh-ofz,. 3 0 fs, 2% 
FCS^'a'ti'Minimum Essential Medium Alpha Medium (aMEM/2%FCS) 1 
ml T-2[£]j5fe#f^. 25 m g/m ISIS:, 2o n g/ml y J^m^^WiM . 25 g/ml i?" 
yJ^m\^mm. o fi g/mimitlDL. lO^^g/ml AGE. ttzltlOng/m\-^>y- 
^tL<li. 10/i g/ml 37 3-;^ ^^ti> a MEM/2%FCS^^tl^'m ml 
L. 4t:T3B^rBlSfc;$-fr, ^(Drni ml q MEM/2%FCST'5lEjgfe# LYic ' 

'f^^it&.T(DJ: ol^LxmmLtZo ^-r (2) . O) (4) i^r^i 

LTIS, ^n^'H. ^mtyt^y7^i^/i^=^ V (2) , J^tHSAta^^ 

(BlOSYSfehS^) (3) , streptavidin, Alexa594 conjugate (Molecular 
Probes?±|^) (4) ^^H^'tl a MEM/2%FCST lOOfS^^f? L T 1 ml mWL 
. ^bi^4'CX'30^^r^4 y^z2.^—^>3 yL. ^<J^\k. Iml q MEM/2 %FC 
SX'Zm'ik'^LfZo '^\^. {\) i^^h (4) -r-<Tlco^^T, 4%A7/-^/Ui^ 
T/l'xt. K/ PBS(-)?$?igO. 2 ml ^'^^J^IDL. ^?a-C-20^^FB^-r' > ^ a. 
3 >i-^ - <!r (CJ:. "9 [i^^-tTl\ 1ml TBSC (^Mitf±UiTBS(Tris-Buffe 
red Saline) Powder^M^ftJCigtS^g* TU?^ L 1, c7> (^^jji^ilj^Sm 
MIC;'^5 J: ^ i^CaCl:^j^;?]P LfcliSi?^) X'2mk'<^Lfz, (2) ^3j;t>' 

(3) {^r^lLTIi, -^lytfls.!:cDKf^^^f o/cc 1"^:^^^. ^n^'ixn- 
y t >tIISi^a-^^x?.IgM Mu Chain (Cheniicon International ?±|^) (2) 
*3ctt/Alexa 594 ^^^IgQ (H+L) (Molecular Probesfil^) (3) ^25% 
BlockAce iX^^^W^mtm) / TBSCT-200fg;^f^ LTl ml ^i)D L . ^^1^ 
^ta-CSO^^rBl-r >=^^-<->'3 > ^-CT^ft, 1ml TBSCT3lElgt?^ L/Cc 
(I) ;6^ib (4) (dOl^TSlowFade Light Antifade Kit ( Mol 
ecular Probes|±|;l) ^ffl V^T-^ :/ K L . "^itW^^X^m.^^ 

{CO^/^TIil§l 5 (A : glS, B : ^'y J^m^^BWi ( Escherichia coli ) , 
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}6XXIC : ryJ^^^^B^ ( Staphylococcus aureus ) ) iC, (2) ~ ( 
4) (COl/^TIilli6 (A-.mitldl. B:-7>y-^, J: 1>'C : AGE) 

^K^tiTF-f: ztih(7)mmx'omb^^-^j:tis'o. (O t^h (4) ^t!c 

^a^^T. h S RC L- P 1 ^^^{C^mLTl/^SCHO^flaiC, #^6^/^^^ 

^n^'iih s Rc L- p 1 c^^fe^m itfe^fe) t^'{}^±^(D 

WtE^m i^^^m. '^S^fe^fe) ir^^S^ (Overlap. '#:&|1) LXtS'O 
s =§-'(}S^!^lih S RC L- P 1 LTl/^S r ^j^ $ ix 

/^ib\ h s R c L - p 1 ^^^^-ittzmm imm^'] 7 mm) 

m^m 1 1 : h S R C L - P 1 c7^ :7 r =|••-t^^ K - V >^ ic J: 5 ^^^^c^^ 

mi&mi isxxfB.X'mhritzh s rc l - p 1 (D-m^'mm.mfi^:h 
^m^L/cc mmmi 0 iz.tmLfzij'{^^iA^Lx . ^^4^<^cos)^;^a;^ 

rzE.'{X7cmm^mi^x^xmmLtzc -i§}\^?i^mfin^^^'tzm^(D'^^ 
mnizMLxn(:>Hfzt(Di^^\^^xm7 {LTf^-rtK mn (^fe^fe) 

;i5hSRCL-Pl (ftfe^fe) LTi/^ -51*0^^1^(^51 19 iASi^T^/^ 

^JiSf^'J 1 2 : iflLWF^^aBaTcD S R C L - P 1 ^^(Dim 

h s RC L - p 1 (DB'^xo^^ ' mr£^mm-r^tzi^. mnxiixxi 

■^'y7^-m^t-'B(7)y<yy^>nmm}i (Novagen?±M) U>lT(7)j^ 
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O'^m. 3 0/51. fi^y<yy4 ymm^nofz, ^(D'ijk 1 0 0%-9 0% . 
-8 0 %- 7 0 %^ ^ y -/Kw^ST 1 0 ^PbI-To, PBS (-) if 1 

K^3 %ig!^{k:^<^^^P B S (-) mm\^-M.1^X'l 0':i^fi\mLfz\k. 

(SJ^l'^TMPII^'T— iS^}TC^^s<ir L Tilth S R C L - P 1 y f h U ^ n 
-•:h;utafls (lgG:7^^i/g^/, lOOju g/ml) 1 0 0 l^mi^^)!' 

/f^ ( T r i s -H C 1 ; p H 7 . 5 , 0 . 1 5 M N a C 1 , 0 . 0 5 % T 
we en 20) (CSL. "^S^X' \ 0 '^f^Wi'K'tAZ.Uk O h ZW-dtW 

Lfziks -^tjii^t LX POD mt^in.'P^'-y h I g 

Gtyiy^i$. (Boehringer Mannheim^ii^) ^ 5 U/m\(Di/^mX—'/ktn.i^(0 
B#<t fW]^S(CRj^;$it. '/^til^Lti, ^(7;)f^Biotinyl Tyramide Amplificat 
ion Reagent (NEN . Life Science Productsfttl^) ^^^7^ K 

Avidin Alexa Fluor {^W>^) 488 conjugate (Molecular Probesfti^) 
1 mg/ml^ P B S (-) if/j^lCT 1 0 Of^lC^^f^ L. ^(D 1 0 0 /i 1 

<^B#<tfp|ti{C?5fej^ L/cft, SlowFade Light Antifade Kit (Molecular 

probesfiM) ^mi^x-7'yy h L. ^^m'0.m (=^='y^±m) xom^-^ 
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>hn-/u (^:^m) iatt^fz<mibhH^^f}^^tz, 'i}^^x: srcl 
-put. 'bmvit\kw^^mm{^^%ix\'^^ z t^^mh^^i^^i^ . ^ 

Z T Ik 1 11 ^{kLD L^AGE <!: <7) ^ ^ L T L ^ 5 Ifett /"i^ -T^i^ i ix 
Ac. 

*l|P^oOS RCL-P 1 ^>y<::^mt. S Rffiig^aJzC/r^ U^^^m'^ 

ly-T rfi /3 'j ^SSrfD-iE, iwi=! u-7;xn— /L-mif , li; h y 
/ y -tr ^ ^ K ik^ff. . jg: a U >K g a ifalE . . T \^ ^ V - - fc- j; O'lfii t= 

jf^ fjic ft s 5^ ^ . fffl ® a^jE ^ ^ ^6 46 ,ir i- §- M .f^^-'S m a:, ^ r^mm ^^m m . 

* h i 1 1^ W . -fVi :lo L*^' m m > 'j: 6 .: h. 0 c^'. }'i ;/ > R M "^r m m 
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m M (D ^ m 

1 . ga?ij#^ 2(DT i ym^^ i ~ 7 4 2 (^tf-tt ^ ymi a 2m^^h- 

TX y m^im^ hfa'o . ;^)^oi2?ij§-§- 2 (Z)T 5: y 1-742 

2 . id^lJ#-§- 1 (DJ^SS-^- 7 4- 2 2 9 9 (^^-Ti^Sifi^iJ, id^iJS^' 
2 CQT ^ y^#-^ 1 - 7 4 2{I:T^i-T ^ y ^lE^iJ * f:i (i^ (^Klf >lt ^ ^ - K 

#-^2(7)T ^ y@!## 1 - 7 4 2 {Ltt^-TT ^ y SfgE^IJ^^-T ^ ^ 

3. mm^2 ACDT \ \ ~6 1 8(C7r:-rT ^ y®f75^6^^ 

T ^ ymR.n^^-t^^:^y<^'^. ^fciiid?ij#^2 4 (c^j^-rr ^ y ^la 

^ ym^^u^h^j^'o . ^^oid^ijs^2 4 c7^T ^ y 1 - 6 1 8 {C7j^-r 
T ^ y mM^^\2:^-r ^ ^ > y<i:^ m tm^o^i^w^'^-t ^ ^ > ttz 

4 . 2 3 (7)j^S#-^ 7 4 - 1 9 3 3 l^^1-:^Sia^lJ. gB^IJ# 

^r2 4(DT K y^m^- 1-618 iLTfk-tT ? y m^n^tiit^ (Dmn ^ 
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5 . §mn^■4(DT 5 ym^^- 1-74 2{cfFi-7 7 4 2 m^^ 

tzT K y^^im^hri V , 7i^oia^iJ#-§-2 $ y 1 - 7 4 2 (Ctj^ 

6 . id?IJ§^ 3 (T^mSH-^ 7 4 - 2 2 9 9 iv-T:i~^^Sid?'J, E^IJK^'J 
#^2cOT ^ 1- 7 4 2 iZ.7Tk-tT 5 /^ega^lJ^/cfi^cT^tllf^T-^^ 

- K-r 5 Sid sfcii, zi:^hm.mmnhL< nznh^m^mtm 

# ^ 2 (7; T ?. > ^§ 1 - 7 4 2 (CTF-r T y S^fSa^iJ <Sr -^'T 5 > ^< 
;7 » i |5] ^c/^ti g.^' :r 1- ^ ^J' > K ^ ^ - K-r -5 ^Sid^iJ ^ ^ ^gf 

1§#L; M:£^iT/ch SRC L - P 1 ^ W^t^^^^xm^^UZ 



wo 01/59107 PCT/JPOl/00874 

66 

12. SRCL-P l'MB^(D^^U^/l^^mit$'^tz Vy>7.'J:^z:. 

13. S R C L - P 1 itfET-;^^ S R C L - P 1 ^=i- 5 c DN A, 

15. mS RC L - P 1 it{E^(7)itHg^^«$-tt/iy •;/ T 'i' f>-er>;^ 

16. |**Jli. 3 ^/cli5 i;itegjc7^<5' >/N=i5'ff^/b{i^o|!^K-|c>:^-r 

17. .If 'J ^ P-r;-tvU^it{$. ==cJ^X2—j-fVtK^'^f:L\^^-7=f-Y^^X' 
fcStSjRJl 1 6 teg^(Otn:^$:c 

18. t HJ^^c^fiifeS)i4^lc!S;H:Jl 1 , 3 S /tfl 5 icIEtfef^^ K 
t7-c(±^c7?|!^K-^g:%- taf${ffit7;|SJ6 1^1*4^ ^iH^ L, fl^Htifi 

1 9 . fijJtJS 1 6 ^/cli 1 7 icISijc^ta^^c!: SRCL-Pi^^/^^M 

2 0. 1 Qttz\t 1 7 lCteiEC7)i7tf$<i: S RC L - P 1 iJ' g 



wo 01/59107 PCT/JPOl/00874 

67 

2 3. IffjRJlK 3 ^/i(i5 icie^cD^ - <ir"^#'f|S[<b 

2 4. tn^^2 3(c|6«sc/)>^^ y "=>^5''•;^^'t^wJ;oT^#!bi^7tlii|^c 
2 6 . 2 5 ictdgjw^ > y i:'-;;^-,*}; J: o ■c^# bii/c^i^o 

2 8. m\:u>iwmzmt>^mm^^w-r^fz^(Dm.mm.^mx-h-^x 

tiJitJl 1 . 3^fc(i5(^teiiCO^>/N=^'K<tAGEi(7)^^ft^, f^M^ 



wo 01/59107 PCT/JPDl/00874 

68 

II*JI3 0 {dtSitCO^tl^ffll^T, S RC L - P 1 ^ yy<P 'U.^fz^t^ 



wo 01/59107 



PCT/JPOl/00874 




wo 01/59107 



PCT/JPO 1/00874 




O O O 

r- ^ rH 




wo 01/59107 



PCT/JPOl/00874 




CO 

M 



jj ^ 



wo 01/59107 



PCT/JPO 1/00874 




wo 01/59107 



PCT/JPOl/00874 




wo 01/59107 



PCT/JPOl/00874 




CHO/hSRCL-P1 : Green 
Yeast : Red 



mi 



wo 01/59107 



PCT/JPO 1/00874 




wo 01/59107 



PCT/JPOl/00874 



1/as- 

SEQUENCE LISTING 

<I lOFUSO PHARMACEUTICAL INDUSTRIES. LTD. • 

<I20> Novel Scavenger Receptor 

<130> 01P211WO 

<160> 28 

<210> 1 
<211> 2628 

<212> DNA ' 

<213> Homo Sapiens • 

<220> 

<221> CDS 

<222> (74).. (2299) 

<400> 1 

ggggggacga cttcctcggc (gcgcggcgc tcgcgcggag ctccccggcc ggcggtgcgt 60 
ccccacggtc acc atg aaa gac gac I to gca gag gag gag gag gtg caa 109 
Met Lys Asp Asp Phe Ala Giu Glu Glu Glu Val Gin 
1 5 10 

ICC ttc ggt tac aag egg ttt ggt alt cag gaa gga aca caa tgt acc 157 
Ser Phe Gly Tyr Lys Arg Phe Gly He Gin Glu Gly Thr Gin Cys Thr 

15 20 25 

aaa tgt aaa aat aac tgg gca ctg aag tit let ate aia lla tta tac 205 
Lys Cys Lys Asn Asn Trp Ala Leu Lys Phe Ser He He Leu Leu Tyr 
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2/3B 

30 35 40 

ail llg igi gcc iig cia aca aic aca gta gcc an tig gga lat aaa 253 
He Leu Cys Ala Leu Leu Thr He Thr Val Ala He Leu Gly Tyr Lys 
45 50 55 '60 

gii gta gag aaa alg gac aai gic aca ggi ggc aig gaa aca ici cgc 301 
Val Val Glu Lys Met Asp Asn Val Thr Gly Gly Mel Glu Thr Ser Arg 

65 70 . 75 

caa ace tai gal gac aag etc aca gca gig gaa agt gac ctg aaa aaa • 349 
Gin Thr Tyr Asp Asp Lys Leu Thr Ala Val Glu Ser Asp Leu Lys Lys 

80 85 90 

ita ggt gac caa act ggg aag aaa get ate age acc aac tea gaa etc 397 
Leu Gly Asp Gin Thr Gly Lys Lys Ala lie Ser Thr Asn Ser Glu Leu 

95 100 105 

ice acc lie aga lea gac all cla gat etc cgt cag caa ctt cgi gag , 445 
Ser Thr Phe Arg Ser Asp He Leu Asp Leu Arg Gin Gin Leu Arg Glu 

110 115 120 

att aca gaa aaa ace age aag aac aag gai acg ctg gag aag tta cag 493 
He Thr Glu Lys Thr Ser Lys Asn Lys Asp Thr Leu Glu Lys Leu Gin 
125 130 135 140 

gcg age ggg gal gel cig gtg gac agg cag agt caa tig aaa gaa act 541 
Ala Ser Gly Asp Ala Leu Val Asp Arg Gin Ser Gin Leu Lys Glu Thr 

145 150 155 

itg gag aat aac tcl lie etc ale acc act gia aac aaa ace etc cag 589 
Leu Glu Asn Asn Ser Phe Leu He Thr Thr Val Asn Lys Thr Leu Gin 

160 165 170 

gcg lai aat ggc tal gle acg aal clg cag caa gal acc age gig cic 637 
Ala Tyr Asn Gly Tyr Val Thr Asn Leu Gin Gin Asp Thr Ser Val Leu 

175 180 185 

cag ggc aat ctg cag aac caa alg lat let eat aai gig gle ate atg 685 
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6/ 55 

Gin Gly Asn Leu Gin Asn Gin Met Tyr Ser His Asn Val Val He Met 

190 195 200 

aac etc aac aac ctg aac ctg acc cag gig cag cag agg aac etc ate 733 

Asn Leu Asn Asn Leu Asn Leu Thr Gin Val Gin Gin Arg Asn Leu lie 
205 210 215 220 

acg aai ctg cag egg tct gig gat gac aca age cag get ate cag cga 781 

Thr Asn Leu Gin Arg Ser Val Asp Asp Thr Ser Gin Ala He Gin Arg 

225 230 235 

ale aag aac gac ill caa aat ctg cag cag gtt til clt caa gee aag 829 

He Lys Asn Asp Phe Gin Asn Leu Gin Gin Val Phe Leu Gin Ala Lys 

240 245 250 

aag gac acg gai igg ctg aag gag aaa gig cag age ttg cag acg clg 877 

Lys Asp Thr Asp Trp Leu Lys Glu Lys Val Gin Ser Leu Gin Thr Leu 

255 260 255 

get gee aac aac let gcg llg gee aaa gee aac aac gac acc clg gag' 925 

Ala Ala Asn Asn Ser Ala Leu Ala Lys Ala Asn Asn Asp Thr Leu Glu 

270 275 280 

gat atg aac age cag etc aac lea tie aca ggl cag atg gag aac ate 973 

Asp Mel Asn Ser Gin Leu Asn Ser Phe Thr Gly Gin Mel Glu Asn He 
285 290 295 300 

acc act ate tct caa gee aac gag cag aac clg aaa gac clg cag gac 1021 

Thr Thr He Ser Gin Ala Asn Glu Gin Asn Leu Lys Asp Leu Gin Asp 

305 310 315 

lla cac aaa gal gea gag aai aga aca gee ale aag tic aac caa clg 1069 

Leu His Lys Asp Ala Glu Asn Arg Thr Ala He Lys Phe Asn Gin Leu 

320 325 330 

gag gaa cgc tic cag eic ill gag acg gal all gig aac aic all age 1117 

Glu Glu Arg Phe Gin Leu Phe Glu Thr Asp He Val Asn He He Ser 
335 340 345 
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aal ate agt lac aca gcc cac cac ctg egg aeg ctg aec age aat cia 1165 
Asn He Ser Tyr Thr Ala His His Leu Arg Thr Leu Thr Ser Asn Leu 

350 355 -360 

aat gaa gtc agg aec act tge aca gat acc ct.t ace aaa eac aca gat 1213 
Asn GIu Val Arg Thr Thr Cys Thr Asp Thr Leu Thr. Lys His Thr Asp 
365 370 375 380 

gat ctg acc tec Itg aat aat acc ctg gcc aac ate cgt t,tg gat tci 1261 
Asp Leu Thr Ser Leu Asn Asn Thr Leu. Ala Asn lie Arg Leu Asp Ser 

385 ' 390 395 

gtl tct. etc agg atg caa caa gat ttg atg agg teg agg ita gac act 1309 
Val Ser Leu Arg Met Gin Gin Asp Leu Met Arg Ser Arg Leu Asp Thr 

400 405 410 

gaa gta gcc aac ita tea gtg att atg gaa gaa atg aag eta gta gac 1357 
Glu Val Ala Asn Leu Ser Val He. Met GIu Glu Met Lys Leu Val Asp 

415 ;■ 420 425 

tec aag cat ggt cag etc ale aag aat ttt aca ata eta caa ggt cea 1405 
Ser Lys His Gly Gin Leu He Lys Asn Phe Thr He Leu Gin Gly Pro 

430 . 435 440 

ccg ggc ecc agg ggt cea aga ggt gac aga gga tec cag gga ecc cct 1453 
Pro Gly Pro Arg Gly Pro Arg Gly Asp Arg Gly Ser Gin Gly Pro Pro 
445 450 455 460 

ggc cea act ggc aac aag gga cag aaa gga gag aag ggg gag cct gga 1501 
Gly Pro Thr Gly Asn Lys Gly Gin Lys Gly Glu Lys Gly GIu Pro Gly 

465 470 475 

eca cct ggc cci gcg ggi gag aga ggc cea att gga cea get ggt ecc 1549 
Pro Pro Gly Pro Ala Gly Glu Arg Gly Pro He Gly Pro Ala Gly Pro 

480 485 490 

ecc gga gag cgi ggc ggc aaa gga tci aaa ggc tec cag ggc ecc aaa 1597 
Pro Gly Glu Arg Gly Gly Lys Gly Ser Lys Gly Ser Gin Gly Pro Lys 
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495 500 505 

ggc tec cgt ggt ICC cot ggg aag ccc ggc ccl cag ggc ccc agt ggg 1645 
Gly Ser Arg Gly Ser Pro Gly Lys Pro Gly Pro Gin Gly Pro Ser Gly 

510 515 520 

gac cca ggc ccc ccg ggc cca cca ggc aaa gag gga etc ccc ggc cci 1693 
Asp Pro Gly Pro Pro Gly Pro Pro Gly Lys GIu Gly Leu Pro Gly Pro . 
.525 530 535 540 

cag ggc ccl cct ggc ttc cag gga ctl cag ggc acc gt I ggg gag cct 1741 
Gin Gly Pro Pro Gly Phe Gin Gly Leu Gin Gly Thr Val Gly Glu Pro 

545 550 555 

ggg gig cct gga cct egg gga cig cca ggc ttg cct ggg gta cca ggc 1789 
Gly Val Pro Gly Pro Arg Gly Leu Pro Gly Leu Pro Gly Val Pro Gly 

560 565 570 

atg cca ggc ccc aag ggc ccc ccc ggc cct cct ggc cca tea gga gcg 1837 
Met Pro Gly Pro Lys Gly Pro Pro Gly Pro Pro Gly Pro Ser Gly Ala 

575 580 585 

gtg gig ccc clg gcc ctg cag aai gag cca acc ccg gca ccg gag gac 1885 
Val Val Pro Leu Ala Leu Gin Asn Glu Pro Thr Pro Ala Pro Glu Asp 

590 595 600 

aat ggc tgc ccg ccl cac tgg aag aac tie aca gac aaa tgc lac tai 1933 
Asn Gly Cys Pro Pro His Trp Lys Asn Phe Thr Asp Lys Cys Tyr Tyr 
605 610 615 620 

tit tea gtt gag aaa gaa alt lit gag gat gca aag ctl ttc tgt gaa 1981 
Phe Ser Val Glu Lys Glu lie Phe Glu Asp Ala Lys Leu Phe Cys Glu 

625 630 635 

gac aag let lea cat cll git ttc ata aac act aga gag gaa cag caa 2029 
Asp Lys Ser Ser His Leu Val Phe He Asn Thr Arg Glu Glu Gin Gin 

640 645 650 

tgg ata aaa aaa cag aig gta ggg aga gag age cac tgg ale ggc etc 2077 
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6 /3S- 

Trp He Lys Lys Gin Met Val Gly Arg Glu Ser His Trp 11c Gly Leu 

655 660 665 

aca gac tea gag cgt gaa aai gaa tgg aag tgg cig gai ggg aca ici 2125 
Thr Asp Ser Giu Arg Glu Asn Glu Trp Lys Trp Leu Asp Gly Thr Ser 

670 675 680 

cca gac lac aaa aat tgg aaa gci gga cag ccg gal aac igg ggi cai 2173 
Pro Asp Tyr Lys Asn Trp Lys Ala Gly Gin Pro Asp Asn Trp Gly His 
685 690 695 700 . 

ggc cai ggg cca gga gaa gac igi get ggg tig all tal gel ggg cag 2221 
Gly His Gly Pro Gly Glu Asp Cys Ala Gly Leu lie Tyr Ala Gly Gin 

705 710 715 

tgg aac gai iic caa igt gaa gac gtc aai aac tic ait tgc gaa aaa 2269 
Trp Asn Asp Phe Gin Cys Glu Asp Val Asn Asn Phe lie Cys Glu Lys 

720 725 . ■ 730 

gac agg gag aca gla ctg lea let gca ita taacggacig igalgggatc 2319 
Asp Arg Glu Thr Val Leu Ser Ser Ala Leu 

735 740 
acatgagcaa aiittcagcl ctcaaagg'ca aaggacactc clltctaatt gcalcacctl 2379 
ctcatcagat igaaaaaaaa aaaagcacig aaaaccaaii acigaaaaaa aatlgacagc 2439 
tagtglltti laccaiccgt cailacccaa agacttggga actaaaalgt iccccagggi 2499 
gatatgctga tittcaligi gcacalggac tgaatcacai agatlclcct ccgicagtaa 2559 
ccgigcgati aiacaaatta tglcttccaa agiatggaac aclccaalca gaaaaaggll 2619 
alcalcccg 2628 

<210> 2 
<211> 742 
<212> PRT 

<213> Homo Sapiens 
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7/3^ 

<220> 

<223> Deduced Amino Acid Sequence of Novel Humna Scavenger Receptor from 
Nucleot ide Sequence. 

<400> 2 

Met Lys Asp Asp Phe Ala Glu Glu Glu Glu Val Gin Ser Phe Gly Tyr 

15 10 15 

Lys Arg Phe Gly He Gin Glu Gly Thr Gin Cys Thr Lys Cys Lys Asn 

20 25 30 

Asn Trp Ala Leu Lys Phe Ser He He Leu Leu Tyr He Leu Cys Ala 

35 40 45 

Leu Leu Thr He Thr Val Ala He Leu Gly Tyr Lys Val Val Glu Lys 

50 55 60 

Met Asp Asn Val Thr Gly Gly Met Glu Thr Ser Arg Gin Thr Tyr' Asp 
65 70 75 80 ' 

Asp Lys Leu Thr Ala Val Glu Ser Asp Leu Lys Lys Leu Gly Asp Gin 

85 90 95 

Thr Gly Lys Lys Ala He Ser Thr Asn Ser Glu Leu Ser Thr Phe Arg 

100 105 110 

Ser Asp He Leu Asp Leu Arg Gin Gin Leu Arg Glu He Thr Glu Lys 

115 120 125 

Thr Ser Lys Asn Lys Asp Thr Leu Glu Lys Leu Gin Ala Ser Gly Asp 

130 135 140 

Ala Leu Val Asp Arg Gin Ser Gin Leu Lys Glu Thr Leu Glu Asn Asn 
145 150 155 160 

Ser Phe Leu He Thr Thr Val Asn Lys Thr Leu Gin Ala Tyr Asn Gly 

1 65 170 .175 

Tyr Val Thr Asn Leu Gin Gin Asp Thr Ser Val Leu Gin Gly Asn Lieu 
180 185 190 
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8/3^ 

Gin Asn Gin Mei Tyr Ser His Asn Val Val He Met Asn Leu Asn Asn 

195 200 205 

Leu Asn Leu Thr Gin Val Gin Gin Arg Asn Leu He Thr Asn Leu Gin 

210 215 220 

Arg Ser Val Asp Asp Thr Ser Gin Ala He Gin Arg He Lys Asn Asp 
225 230 235 ' 240. 

Phe Gin Asn Leu Gin Gin Val Phe Leu Gin Ala Lys Lys Asp Thr Asp 

245 250 255 

Trp Leu Lys Glu Lys Val Gin Ser Leu Gin Thr Leu Ala Ala Asn Asn 

260 265 270 

Ser Ala Leu Ala Lys Ala Asn Asn Asp Thr Leu Glu Asp Met Asn Ser 

275 280 285 

Gin Leu Asn Ser Phe Thr Gly Gin Met Glu Asn He Thr Thr He Ser 

290 295 300 • 

Gin Ala Asn Glu Gin Asn Leu Lys Asp Leu Gin Asp Leu His Lys Asp 
305 . 310 315 320 

Ala Glu Asn Arg Thr Ala He Lys Phe Asn Gin Leu Glu Glu Arg Phe 

325 330 335 

Gin Leu Phe Glu Thr Asp He Val Asn He He Ser Asn He Ser Tyr 

340 345 350 

Thr Ala His His Leu Arg Thr Leu Thr Ser Asn Leu Asn Glu Val Arg 

355 360 365 

Thr Thr Cys Thr Asp Thr Leu Thr Lys His Thr Asp Asp Leu Thr Ser 

370 375 380 

Leu Asn Asn Thr Leu Ala Asn He Arg Leu Asp Ser Val Ser Leu Arg 
385 390 395 400 

Mel Gin Gin Asp Leu Met Arg Ser Arg Leu Asp Thr Glu Val Ala Asn 

405 410 415 

Leu Ser Val He Met Glu Glu Met Lys Leu Val Asp Ser Lys His Gly 
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420 425 430 

Gin Leu He Lys Asn Phe Thr He Leu Gin Gly Pro Pro Gly Pro Arg 

435 440 445 

Gly Pro Arg Gly Asp Arg Gly Ser Gin Gly Pro Pro Gly Pro Thr Gly 

450 455 460 

Asn Lys Gly Gin Lys Gly Glu Lys Gly Glu Pro Gly Pro Pro Gly Pro 
465 470 475 480 

Ala Gly Glu Arg Gly Pro He Gly Pro Ala Gly Pro Pro Gly Glu Arg 

485. ■ 490 495 

Gly Gly. Lys Gly Ser Lys Gly Ser Gin Gly Pro Lys Gly Ser Arg Gly 

500 505 510 

Ser Pro Gly Lys Pro Gly Pro Gin Gly Pro Ser Gly Asp Pro Gly Pro 

515 520 525 

Pro Gly Pro Pro Gly Lys Glu Gly Leu Pro Gly Pro Gin Gly Pro Pro 

530 • 535 540 

Gly Phe Gin Gly Leu Gin Gly Thr Val Gly Glu Pro Gly Val Pro Gly 
545 550 555 560 

Pro Arg Gly Leu Pro Gly Leu Pro Gly Val Pro Gly Mel Pro Gly Pro 

565 570 575 

Lys Gly Pro Pro Gly Pro Pro Gly Pro Ser Gly Ala Val Val Pro Leu 

580 585 590 

Ala Leu Gin Asn Glu Pro Thr Pro Ala Pro Glu Asp Asn Gly Cys Pro 

595 600 605 

Pro His Trp Lys Asn Phe Thr Asp Lys Cys Tyr Tyr Phe Ser Val Glu 

610 .615 620 

Lys Glu He Phe Glu Asp Ala Lys Leu Phe Cys Glu Asp Lys Ser Ser 
625 630 635 640 

His Leu Val Phe He Asn Thr Arg Glu Glu Gin Gin Trp He Lys Lys 
645 650 655 
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Gin Mel Val Gly Arg Glu Ser His Trp He Gly Leu Thr Asp Ser Glu 

660 665 670 

Arg Glu Asn Glu Trp Lys Trp Leu Asp Gly Thr Ser Pro Asp Tyr Lys 

675 680 685 

Asn Trp Lys Ala Gly Gin Pro Asp Asn Trp Gly His Gly His Gly Pro 

690 695 700 . 

Gly Giu Asp Cys Ala Gly Leu He Tyr Ala Gly Gin Trp Asn Asp Phe 
705 710 715 720 

Gin Cys Glu Asp Val Asn Asn Phe He Cys Glu Lys Asp Arg Glu Thr 

725 730 735 

Val Leu Ser Ser Ala Leu 
740 

<2I0> 3 . • 

<2n> 2637 
<212> DNA 
<213> Mouse 

<220> 
<221> CDS 

<222> (92). . (231 7) 
<400> 3 

gacgclagga ctggaacgct gaaggctgcc aigggcgtgc agi.gagagac aciggtacga 60 
cttctccggg cggagcgigi ccicagtcac c alg aaa gac gac til gca gag 112 

Met Lys Asp Asp Phe Ala Glu 
1 5 

gaa gag gag gtg cag tec ttc ggi lac aag agg ill ggt alt cag gag 160 
Glu Glu Glu Val Gin Ser Phe Gly Tyr Lys Arg Phe Gly He Gin Glu 



wo 01/59107 PCT/JPOl/00874 

11/55 

10 . 20 

ggg aca cag igi acc aaa igi aaa aai aac tgg gca ctg aag tit teg 208 
Gly Thr Gin Cys Thr Lys Cys Lys Asn Asn Trp Ala Leu Lys Pile Ser 

25 30 35 

all gta tia ita lac all cig igt gcc ita ctg acc ate aca gta gee 256 
He Val Leu Leu Tyr lie Leu Cys Ala Leu Leu Thr lie Thr Val Ala 
40 45 50 55 

alt I ig gga tat aaa gt t gta gag aaa atg gac aat glc aca gat ggc • . 304 
He Leu Gly Tyr Lys. Vai Val Glu Lys Met Asp Asn Val Thr Asp Gly 

60 65 70 . 

atg gag aca tct cac cag act tat gac aac aaa cic act get gtg gaa 352 
Mel Glu Thr Ser His CTn Thr Tyr Asp Asn Lys Leu Thr Ala Val Glu 

75 80 85 

agt gac ctg aag aaa tta ggg gat caa get ggg aag aaa get eta agt . .400 
Ser Asp Leu Lys Lys Leu Gly Asp Gin Ala Gly Lys Lys Ala Leu Ser 

90 , 95 100 

acc aac tct gag clt tc.t acc ttc aga tea gat att ctg gat etc cgt 448 
Thr Asn Ser Glu Leu Ser Thr Phe Arg Ser Asp lie Leu Asp Leu Arg 

105 110 115 

caa caa ctl cag gag ate aca gaa aaa ace age aag aac aaa gat acg 496 
Gin Gin Leu Gin Glu He Thr Glu Lys Thr Ser Lys Asn Lys Asp Thr 
120 125 130 135 

ctg gag aag ttg caa gca aat ggg gac lea ttg gt t gat agg cag agt 544 
Leu Glu Lys Leu Gin Ala Asn Gly Asp Ser Leu Val Asp Arg Gin Ser 

140 145 150 

cag clg aag gaa act ctg cag aat aat tct ttc etc att ace acc gic 592 
Gin Leu Lys Glu Thr Leu Gin Asn Asn Ser Phe Leu He Thr Thr Val 

. 155 160 165 

aac aaa aca etc cag. gca tat aat ggc tat gic aca aal ctg caa caa 640 
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\Z/5B 

Asn Lys Thr Leu Gin Ala Tyr Asn Gly Tyr Val Thr Asn Leu Gin Gin 

170 175 180 

gal act agl gtg etc cag ggc aat ctg cag age caa atg tat tct cag 688 
Asp Thr Ser Val Leu Gin Gly Asn Leu Gin Ser Gin Met Tyr Ser Gin 

185 190 195 

age gig git ate alg aae etc aac aae ctg aac cla ace cag git cag ^ 736 
Ser Val Val lie Mel Asn Leu Asn Asn Leu Asn Leu Thr Gin Val Gin 
200 205 210 215 

cag agg aac ell ate tea aat ctg eag cag tct gtg gat gae aca age 784 
Gin Arg Asn Leu He Ser Asn Leu Gin Gin Ser Val Asp Asp Thr Ser 

220 225 230 

ctg gee ale cag ega all aag aat gat lie caa aat ctg cag cag git 832 
Leu Ala lie Gin Arg He Lys Asn Asp Phe Gin Asn Leu Gin Gin Val 

235 240 245 

tic ell caa gee aag aag gac acc gat tgg cla aag gaa aaa gla cag 880 
Phe Leu Gin Ala Lys Lys Asp Thr Asp Trp Leu Lys Glu Lys Val Gin 

250 255 260 

age tig cag aca ttg get gee aae aae let gee ctg gee aaa gee aae 928 
Ser Leu Gin Thr Leu Ala Ala Asn Asn Ser Ala Leu Ala Lys Ala Asn 

265 270 275 

aal gae ace cla gag gat atg aat age cag etc age lea tic aca ggt 976 
Asn Asp Thr Leu Glu Asp Met Asn Ser Gin Leu Ser Ser Phe Thr Gly 
280 285 290 295 

I. 

cag alg gae aac atl acc act ate tea cag gee aac gag cag age ctg 1024 
Gin Met Asp Asn He Thr Thr He Ser Gin Ala Asn Glu Gin Ser Leu 

300 305 310 

aaa gae ctt cag gae lia cac aag gat aca gaa aal aga aca get gle 1072 
Lys Asp Leu Gin Asp Leu His Lys Asp Thr Glu Asn Arg Thr Ala Val 
315 320 325 
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15/35 

aag lie age caa cti gag gaa cge tic cag glc ill gag aca gal ati 1120 
Lys Phe Ser Gin Leu Glu Glu Arg Phe Gin Val Phe Glu Thr Asp lie 

330 335 340 

gig aae ate att age aae ate age tac aca gee cat cae cig agg aca 1168 
Val Asn He He Ser Asn He Ser Tyr.Thr Ala His His Leu Arg Thr 

345 350 355 

ctg ace age aat etg aat gat gtt agg ace aca tgc aca gac acc ttg 1216 
Leu Thr Ser Asn Leu Asn Asp Val Arg Thr Thr Cys Thr Asp Thr Leu 
360 ,365 370 375 

acc aga cac acg gat gac ctg acc tec ttg aat aac aca eta gte aae 1264 
Thr Arg His Thr Asp Asp Leu Thr Ser Leu Asn Asn Thr Leu Val Asn 

380 ■ 385 390 

ate cge ttg gat tct att tct etc agg atg cag caa gac atg atg agg 1312 
lie Arg Leu Asp Ser lie Ser Leu Arg Met Gin Gin Asp Met Met Arg 

395 ■ 400 405 

tea aag tta gac act gaa gtg gee aae tta tea gtg gtt atg gaa gag 1360 
Ser Lys Leu Asp Thr Glu Val Ala Asn Leu. Ser Val Val Met Glu Glu 

410 415 420 

atg aaa ctg git gac tec aag cac ggt cag etc ate aag aae ttt acc 1408 
Met Lys Leu Val Asp Ser Lys His Gly Gin Leu He Lys Asn Phe Thr 

425 430 435 

att cia caa ggt cct cet ggc ccc aga ggt cca aaa ggt gac aga gga 1456 
He Leu Gin Gly Pro Pro Gly Pro Arg Gly Pro Lys Gly Asp Arg Gly 
440 445 450 455 

tct cag gga cca cct ggt cca act ggc aac aag gga cag aaa gga gag 1504 
Ser Gin Gly Pro Pro Gly Pro Thr Gly Asn Lys Gly Gin Lys Gly Glu 

460 465 470 

aag gga gag cei ggt eca cct ggc cct gcg ggt gag agg ggc aca att 1552 
Lys Gly Glu Pro Gly Pro Pro Gly Pro Ala Gly Glu Arg Gly Thr He 
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14/3^ 

.475 480 485 

gga cca gic ggc cci cci gga gag cgt ggc age aaa gga icc aaa ggc 1600 
Gly Pro Val Gly Pro Pro Gly Glu Arg Gly Ser Lys Gly Ser Lys Gly 

490 495 500 ' 

lea eag ggt cce aaa gga ici cgi ggg tec cca ggg aag eel ggc cci 1648 
Ser Gin Gly Pro Lys Gly Ser Arg Gly Ser Pro Gly Lys Pro Gly Pro 

505 510 515 

caa gga eel agi ggg gac cca gga cca cca ggi cca cca ggc aag gat 1696 
Gin Gly Pro Ser Gly Asp Pro Gly Pro Pro Gly Pro Pro Gly Lys Asp 
520 525 530 535 

gga etc cct ggc cci cag ggc cct eel ggc tic cag gga eta cag ggc 1744 
Gly Leu Pro Gly Pro Gin Gly Pro Pro Gly Phe Gin Gly Leu Gin Gly 

540 545 550 

acl gig ggt gag cct gga gla eel gga eel egg ggg tig cca ggc itg . 1792 
Thr Val Gly Glu Pro Gly Val Pro Gly Pro Arg Gly Leu Pro Gly Leu 

555 560 565 

cca ggg gig cca ggc atg cci ggg cct aag gga cca cct ggc cct cca 1840 
Pro Gly Val Pro Gly Met Pro Gly Pro Lys Gly Pro Pro Gly Pro Pro 

570 575 580 

ggc cce lea gga gca atg gag cca itg get cig eag aal gaa cca acc 1888 
Gly Pro Ser Gly Ala Mel Glu Pro Leu Ala Leu Gin Asn Glu Pro Thr 

585 590 595 

cca gca tea gag gic aac gga tgi ccg eel cac igg aag aac tie aca 1936 
Pro Ala Ser Glu Val Asn Gly Cys Pro Pro His Trp Lys Asn Phe Thr 
600 60.5 610 615 

gat aaa igc tac tat tit tea tig gaa aaa gaa alt til gaa gat get 1984 
Asp Lys Cys Tyr Tyr Phe Ser Leu Glu Lys Glu lie Phe Glu Asp Ala 

620 625 630 

aag eti lie igi gaa gac aaa let lee eat etc git tic ata aac tea 2032 
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\5/6S 

Lys Leu Phe Cys Glu Asp Lys Ser Ser His Leu Val Phe He Asn Ser 

635 640 645 

aga gaa gaa cag caa igg ala aaa aag cai acc gtg ggg aga gaa age 2080 
Arg Glu Glu Gin Gin Trp He Lys Lys His Thr Val Gly Arg Glu Ser 

650 655 660 

cat tgg ate ggc etc aca gac tea gaa cag gaa age gaa tgg aag igg ?I28 
His Trp He Gly Leu Thr Asp Ser Glu Gin Glu Ser Glu Trp Lys Trp 

665 670 675 

eta gac ggg tea eet gtt gat tac aaa aac tgg aaa get gga eaa eca 2176 
Leu Asp Gly Ser Pro Val Asp Tyr Lys Asn Trp Lys Ala Gly Gin Pro 
680 685 690 695 

gat aac tgg ggc agt ggc cat ggg cca gga gaa gac tgt get ggc ttg 2224 
Asp Asn Trp Gly Ser Gly His Gly Pro Gly Glu Asp Cys Ala Gly Leu 

700 705 710 

att tac gea gga cag tgg aat gac ttc cag tgt gat gaa ate aat aac 2272 
He Tyr Ala Gly Gin Trp Asn Asp Phe Gin Cys Asp Glu He Asn Asn 

715 720 725 

tie atl tgt gag aag gaa agg gag gea gia cca tea tec ata tta 2317 
Phe He Cys Glu Lys Glu Arg Glu Ala Val Pro Ser Ser He Leu 

730 735 740 

taacagcatg atataatage agaaacatat tttetgatge ctctgaaage egaagaatgc 2377 
tcgtttttga ttccatcact tetcaccaga ttgaatggaa aaagctctga aaagtagtla 2437 
tlcaaaataa atggacacct aeigcacaat aaeceaagga ciagggggct aaaatgctee 2497 
cccaagitga tatattgatl tecagtgtac aaaiggacig aatcgcaiag atittcteag 2557 
ceattaacca lagaatltat geaaagtata tetttccaaa laiggaatgc iccaateaga 2617 
aaaagceaaa aaaaaaaaaa 2637 



<2I0> 4 
<2H> 742 
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1 6/3ir 

<212> PRT 
<213> Mouse 

<220> ' 
<223> Deduced Amino Acid Sequence of Novel Mouse Scavenger Receptor from 
N'ucleoiide Sequence. 

<400> 4 

Met Lys Asp Asp Phe.Ala Glu Glu Giu Glu Val Gin Ser Phe Gly Tyr 

1 . 5 10 . 15 

Lys Arg Phe Gly lie Gin Glu Gly Thr Gin Cys Thr Lys Cys Lys Asn 

20 -25 30 

Asn Trp Ala Leu Lys Phe Ser lie Val Leu Leu Tyr lie Leu Cys Ala 

35 40 ,45 

Leu Leu Thr lie Thr Val' Ala He Leu Gly Tyr Lys Val Val Glu Lys 

50 , 55 60 

Met Asp Asn Val Thr Asp Gly Mel Glu Thr Ser His Gin Thr Tyr Asp 
65 70 '75 80 

Asn Lys Leu Thr Ala Val Glu Ser Asp Leu Lys Lys Leu Gly Asp Gin 

85 90 95 

Ala Gly Lys Lys Ala Leu Ser Thr Asn Ser Glu Leu Ser Thr Phe Arg 

100 105 110 

Ser Asp He Leu Asp Leu Arg Gin Gin Leu Gin Glu He Thr Glu Lys 

115 120 125 

Thr Ser Lys Asn Lys Asp Thr Leu Glu Lys- Leu Gin Ala Asn Gly Asp 

130 135 140 

Ser Leu Val Asp Arg Gin Ser Gin Leu Lys Glu Thr Leu Gin Asn Asn 
145 150 155 160 

Ser Phe Leu He Thr Thr Val Asn Lys Thr Leu Gin Ala Tyr Asn Gly 
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• 7/33- 

165 170 175 

Tyr Val Thr Asn Leu Gin Gin Asp Thr Ser Val Leu Gin Gly Asn Leu 
180 185 190 ' 

Gin Ser Gin Mel Tyr Ser Gin Ser Val Val lie Met Asn Leu Asn Asn 

195 200 205 

Leu Asn Leu Thr Gin Val Gin Gin Arg Asn Leu lie Ser Asn Leu Gin 

210 215 220 

Gin Ser Val Asp Asp Thr Ser Leu Ala lie Gin Arg lie Lys Asn Asp 
225 230 235 240 

Phe Gin Asn Leu Gin Gin Val Phe Leu Gin Ala Lys Lys Asp Thr Asp 

245 250 255 

Trp Leu Lys Glu Lys Val Gin Ser Leu Gin Thr Leu Ala Ala Asn Asn 

260 265 270 

Ser Ala Leu Ala Lys Ala Asn Asn Asp Thr Leu Glu Asp Met Asn Ser 

275 280 285 

Gin Leu Ser Ser Phe Thr Gly Gin Met Asp Asn lie Thr Thr lie Ser 

290 295 300 

Gin Ala Asn Glu Gin Ser Leu Lys Asp Leu Gin Asp Leu His Lys Asp 
305 310 315 320 

Thr Glu Asn Arg Thr Ala Val Lys Phe Ser Gin Leu Glu Glu Arg Phe 

325 330 335 

Gin Val Phe Glu Thr Asp He Val Asn lie lie Ser Asn He Ser Tyr 

340 345 350 

Thr Ala His His Leu Arg Thr Leu Thr Ser Asn Leu Asn Asp Val Arg 

355 360 365 

Thr Thr Cys Thr Asp Thr Leu Thr Arg His Thr Asp Asp Leu Thr Ser 

370 375 380 

Leu Asn Asn Thr Leu Val Asn He Arg Leu Asp Ser He Ser Leu Arg 
385 390 395 400 
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18/3^ 

Met Gin Gin Asp Mel Mel Arg Ser Lys Leu Asp Thr Glu Val Ala Asn 

405 410 415 

Leu Ser Val Val Met Glu Glu Met Lys Leu Val Asp Ser Lys His Gly 
420 425 430 ■ 

Gin Leu lie Lys Asn Phe Thr lie Leu Gin Gly Pro Pro Gly Pro Arg 

435 440 445 

Gly Pro Lys Gly Asp. Arg Gly Ser Gin Gly Pro Pro Gly Pro Thr Gly 

450 455 460 

Asn Lys Gly Gin Lys .Gly Glu Lys Gly Glu Pro Gly Pro Pro Gly Pro 
465 470 475 480 

Ala Gly Glu Arg Gly Thr lie Gly Pro Val Gly Pro Pro Gly Glu Arg 

485 490 495 

Gly Ser Lys Gly Ser Lys Gly Ser Gin Gly Pro Lys Gly Ser Arg Gly 

500 505 ,510 

Ser Pro Gly Lys Pro GlyPro Gin Gly Pro Ser Gly Asp Pro Gly Pro 

515 , 520 525 

Pro Gly Pro Pro Gly Lys Asp Gly Leu Pro Gly Pro Gin Gly Pro Pro 

530 535 540 

Gly Phe Gin Gly Leu Gin Gly Thr Val Gly Glu Pro Gly Val Pro Gly 
545 550 555 560 

Pro Arg Gly Leu Pro Gly Leu Pro Gly Val Pro Gly Met Pro Gly Pro 

565 570 575 

Lys Gly Pro Pro Gly Pro Pro Gly Pro Ser Gly Ala Met Glu Pro Leu 

580 585 590 

Ala Leu Gin Asn Glu Pro Thr Pro Ala Ser Glu Val Asn Gly Cys Pro 

595 600 605 

Pro His Trp Lys Asn Phe Thr Asp Lys Cys Tyr Tyr Phe Ser Leu Glu 

610 615 620 

Lys Glu lie Phe Glu Asp Ala Lys Leu Phe Cys Glu Asp Lys Ser Ser 



wo 01/59107 PCT/JPO1/O0874 

625 630 635 • 640 

His Leu Val Phe lie Asn Ser Arg Glu Glu Gin Gin Trp lie Lys Lys 

645 650 655 

His Thr Val Gly Arg Glu Ser His Trp lie Gly Leu Thr Asp Ser Glu 

660 665 670 

Gin Glu Ser Glu Trp Lys Trp Leu Asp Gly Ser Pro Val Asp Tyr Lys. 

675 680 685 

Asn Trp Lys Ala Gly Gin Pro Asp Asn Trp Gly Ser Gly His Gly Pro 

690 695 700 

Gly Glu.Asp Cys Ala Gly Leu He Tyr Ala Gly Gin Trp Asn Asp Phe 
705 710 715 720 

Gin Cys Asp Glu lie Asn Asn Phe lie Cys Glu Lys Glu Arg Glu Ala 

725 730 735 

Val Pro Ser Ser 1 le Leu ' 
. 740 

<210> 5 
<211> 27 
<212> PRT 

<213> An i f icial Sequence 
<220> 

<223> Consensus sequence of three colleclins which were reported 
heretofore. 

<400> 5 

Glu Asp Cys Val Leu Leu Leu Lys Asn Gly Gin Trp Asn Asp Val Pro 

1 5 10 15 

Cys Ser Thr Ser His Leu Ala Val Cys Glu Phe 
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PCT/JPDl/00874 



20/3& 
20 25 

<210> 6 
<211> 27 
<2I2> PRT 

<(213> Artificial Sequence 
<220> 

<223> Modified Consensus Sequence of . col led ins Hybridizable with' Novel 
Col lectin. 

<400> 6 

Glu Lys Cys Val.Glu Met Tyr Thr Asp Gly Lys Trp Asn Asp Arg Asn 

1 5 10 15 

Cys Leu Gin Ser Arg Leu Ala He Cys Glu Phe • ' 
20 25 

<210> 7 

<211> 24 . 
<212> DNA 

<213> Art i f ic ial Sequence 
<22G> 

<223> M13 Universal Primer Sequence for Sequencing. 
<400> 7 

cgacgtigta aaacgacggc cagl 24 

<210> 8 
<211> 17 
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PCT/JFOl/00874 



<2I2> DNA 

<213> An i f icial Sequence 
<220> 

<223> MIS Reverse Primer Sequence for Sequencing. 
<400> 8 

caggaaaca gciatgac . 

<210> 9 
<211> 21 
<212> DNA 

<213> Art if icial Sequence 
<220> 

<223> Sequence of a Reverse Primer for Screening a Novel Coliectin. 
<400> 9 

caatcigalg agaagglgal g 21 

<210> 10 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Sequence of a Forward Primer for Screening a Novel Coliectin. 



<400> 10 
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PCT/JPOl/00874 



22/3F 

acgaggggci ggaigggaca i 21 

<210> 1! 
<211> 24 
<212> DNA 

<213> Art i f icial Sequence 
<220> 

<223> Sequence of a Agtll Reverse Primer for Sequencing. 
<400> II 

Itgacaccag accaaciggt aatg 24 

<210> 12 . 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Sequence of a Agtll Forward Primer for Sequencing. 
<400> 12 

ggtggcgacg actcctggag cccg 24 

<210> 13 
<211> 21 
<212> DNA 

<213> Art i f i c i al Sequence 
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23/35 

<220> 

<223> Sequence of a Primer for Screening a Novel Col led in. 
<400> 13 

cgtgaaaaig aalggaagtg g 21 

<210> 14 
<211> 21 

<212> DNA , . 

<213> Arti ficial Sequence 

<220> 

<223> Sequence of a Primer for Screening a Novel Colleclin. 
<400> 14 \ 

tlltatccat tgctgtlcct c 21 
<210> 15 

<21I> 21 ' 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Sequence of a Primer for Sequencing a Novel Colleclin. 
<400> 15 

ciggcagicc ccgaggicca g 21 



<210> 16 
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<211> 21 
<212> DNA 

<213> Arii f icial Sequence 



2^/55 



PCT/JPOl/00874 



<220> 

<223> Sequence of a Primer for Sequencing a Novel Colleclin. . 
<400> 16 

gctggicccc ccggagagcg I 21 

<210> 17 
<2H> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Sequence of a 1RC2 Primer for Cap Site Sequencing. 
<400> 17 

caaggtacgc cacagcgtat g 21 

<210> 18 
<21]> 20 
<2I2> DNA 

<21 3> Art i f iei al Sequence 
<220> 

<223> Sequence of a Synthetic TGPl Primer for Cap Site Sequencing. 
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<400> 18 

tciicagui ccciaaiccc 20 

<210> 19 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> .' 

<223> Sequence of a 2RC2 Primer for Cap Si te . Sequenc ing. 
<400> 19 

glacgccaca gcgtatgatg c 21 

<210> 20 
<211> 21 
<212> DNA 

<213> An i f icial Sequeijce 
<220> 

<223> Sequence of a Synthetic TGP2 Primer for Cap Site Sequencing. 
<400> 20 

cattcttgac aaacttcata g 21 

<210> 21 
<211> 21 
<2I2> DNA 

<213> Art i ficial Sequence 
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26/ 3& 

<220> 

<223> Sequence of a Primer. 
<400> 21 

aid tgcigc agai icgiga c • . . ^' 

<210> 22 

<211> 15 

<212> D.NA 

<213> Art i f ic ial Sequence 
<220> 

<223> Sequence of a Agill 5' Sequencing Primer. • 

<400> 22 

gactcclgga gcccg '5 

<210> 23 
<211> 2262 
<212> DNA 

<213> Homo Sapiens 

<220> 
<221> CDS 

<222> (74).. (1933) 



<400> 23 
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27/35- 

ggggggacga ct iccicggc igcgcggcgc icgcgcggag ctccccggcc ggcggigcgi 60 
ccccacggic acc aig aaa gac gac iic gca gag gag gag gag gig caa 109 
Mel Lys Asp Asp Phe Ala Glu Glu Glu Glu Val Gin 
15 10 
Icc lie ggi lac aag egg ill ggi all cag gaa gga aca caa igt acc 157 
Ser Phe Gly Tyr Lys Arg Phe Gly He Gin Glu Gly ThfGIn Cys Thr . 

15 20 25, 

aaa igi aaa aal aac tgg gca cig aag tit ici ale ala tia lla lac 205 
Lys, Cys Lys Asn Asn Trp Ala Leu Lys Phe Ser lie He Leu Leu Tyr 

30 35 40 

all llg igi gee llg eta aca aie aca gta gee an tig gga lal aaa 253 
He Leu Cys Ala Leu Leu Thr He Thr Val Ala He Leu Gly Tyr Lys 
45 50 55 60 

gtl gta gag aaa aig gac aai gic aca ggt ggc aig gaa aca tc'l cgc 301 
Val Val Glu Lys Met Asp Asn Val Thr Gly Gly Met Glu Thr Ser Arg 

65 70 75 

caa acc tat gal gac aag etc aca gca gig gaa agi gac ctg aaa aaa 349 
Gin Thr Tyr Asp Asp Lys Leu Thr Ala Val Glu Ser Asp Leu Lys Lys 

80 85 90 

tta ggt gac caa act ggg aag aaa get aic age ace aac lea gaa etc 397 
Leu Gly Asp Gin Thr Gly Lys Lys Ala He Ser Thr Asn Ser Glu Leu 

95 100 105 

lee acc tic aga tea gac an da gat cic egt cag caa ctt cgt gag 445 
Ser Thr Phe Arg Ser Asp He Leu Asp Leu Arg Gin Gin Leu Arg Glu 

HO 115 120 

all aca gaa aaa acc age aag aac aag gal acg cig gag aag i la cag 493 
He Thr Glu Lys Thr Ser Lys Asn Lys Asp Thr Leu Glu Lys Leu Gin 
125 130 135 140 

gcg age ggg gat gci ctg gtg gac agg cag agt caa itg aaa gaa aci 541 



589 



637 



685 
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Ala Ser Gly Asp Ala Leu Val Asp Arg Gin Ser Gin Leu Lys Glu Thr 

145 150 155 

itg gag aal aac tct tic clc aic acc act g.ta aac aaa acc etc ca'g 

Leu Glu Asn Asn Ser Phe Leu lie Thr Thr Val Asn Lys Thr Leu Gin 

160 165 170 

gcg lat aal ggc tat gtc acg aal clg cag caa gat acc age gig etc 

Ala Tyr Asn Gly Tyr Val Thr Asn Leu Gin Gin Asp Thr Ser Val Leu 

175 180 185 

cag ggc aal clg cag. aac caa atg tal tct cat aat gtg gtc ale atg 

Gin Gly Asn Leu Gin Asn Gin Mel Tyr Ser His Asn Val Val He Mel 

190 195 200 

aac etc aac aac clg aac ctg acc cag gig cag cag agg aac clc ate 733 

Asn Leu Asn Asn Leu Asn Leu Thr Gin Val Gin Gin Arg Asn Leu He 

205 210 215 , 220 

acg aat ctg cag egg let gtg gat gac aca age cag gel ale cag cga 

Thr Asn Leu Gin Arg Ser Val Asp Asp Thr Ser Gin Ala He Gin Arg 

225 230 235 

ate aag aac gac tit caa aat cig cag cag gtt lit ell caa gee aag 

He Lys Asn Asp Phe Gin Asn Leu Gin Gin Val Phe Leu Gin Ala Lys 

240 245 250 

aag gac acg gat tgg ctg aag gag aaa gtg cag age ttg cag acg clg 

Lys Asp Thr Asp Trp Leu Lys Glu Lys Val Gin Ser Leu Gin Thr Leu 

255 260 265 

get gcc aac aac tct gcg tig gee aaa gcc aac aac gac acc clg gag 

Ala Ala Asn Asn Ser Ala Leu Ala Lys Ala Asn Asn Asp Thr Leu Glu 

270 275 280 

gat atg aac age cag clc aac tea tic aca ggt cag alg gag aac ale 973 

Asp Met Asn Ser Gin Leu Asn Ser Phe Thr Gly Gin Mel Glu Asn He 

285 290 295 300 



781 



829 



877 



925 
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acc act ale ici caa gcc aac gag cag aac cig aaa gac clg cag gac 1021 
Thr Thr He Ser Gin Ala Asn Glu Gin Asn Leu Lys Asp Leu Gin Asp 

305 310 315 

tia cac aaa gat gca gag aat aga aca gcc ate aag tic aac caa ctg 1069 
Leu His Lys Asp Ala Glu Asn Arg Thr Ala He Lys Phe Asn Gin Leu 

320 325 330 • 

gag gaa cgc ttc cag etc ttl gag acg gat att gtg aac ate att age 1117 
Glu Glu Arg Phe Gin Leu Phe Glu Thr Asp He Val Asn He He Ser 

335 340 345 

aai aiQ agi tac aca gcc cac cac ctg egg acg ctg acc age aat cla 1165 
Asn He Ser Tyr Thr Ala His His Leu Arg Thr Leu Thr Ser Asn Leu 

350 355 360 

aat gaa gtc agg acc act tgc aca gat acc ett acc aaa cac aca gat 1.213 
Asn Glu Val Arg Thr Thr Cys Thr Asp Thr Leu Thr Lys His Thr Asp. . 
.365 370 375 380 

gat ctg acc tec ttg aat aat acc ctg gcc aac ate cgt ttg gat tct 1261 
Asp Leu Thr Ser Leu Asn Asn Thr Leu Ala Asn He Arg Leu Asp Ser 

385 390 395 

gii let etc agg atg caa caa gat tig aig agg teg agg tia gae act 1309 
Val Ser Leu Arg Met Gin Gin Asp Leu Mel Arg Ser Arg Leu Asp Thr 

400 405 410 

gaa gia gee aac tia lea gig att atg gaa gaa atg aag eta gla gac 1357 
Glu Val Ala Asn Leu Ser Val He Met Glu Glu Met Lys Leu Val Asp 

415 420 425 

ice aag eat ggi cag etc ate aag aat ill aca ata eta caa ggt cca 1405 
Ser Lys His Gly Gin Leu He Lys Asn Phe Thr He Leu Gin Gly Pro 

430 435 440 

ccg gge ece agg ggt cca aga ggt gac aga gga tec cag gga ecc cct 1453 
Pro Gly Pro Arg Gly Pro Arg Gly Asp Arg Gly Ser Gin Gly Pro Pro 
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30/3^ 

445 450 455 460 

ggc cca act ggc aac aag gga cag aaa gga gag aag ggg gag cct gga 1501 

Gly Pro Thr Gly Asn Lys Gly Gin Lys Gly GJu Lys Gly Glu Pro Gly 

465 470 475 

cca cct ggc cci gcg ggc igc ccg ccl cac igg aag aac tic aca gac 1549 
Pro Pro Gly Pro Ala Gly Cys Pro Pro His Trp Lys Asn Phe Thr Asp 

480 485 490 

aaa tgc lac tat ttt tea gtt gag aaa gaa att tit gag gal gca aag . 1597 
Lys Cys Tyr Tyr Phe. Ser Val Glu Lys Glu lie Phe Glu Asp Ala Lys 

.495 500 505 

ctl tic tgt gaa gac aag let lea cat cli gli tie ata aac act aga 1645 
Leu Phe Cys Glu Asp Lys Ser Ser His Leu Val Phe He Asn Thr Arg 

510 515 520 

gag gaa cag caa tgg ata aaa aaa cag atg gta ggg aga gag age cac . 1693 
Glu Glu Gin Gin Trp He Lys Lys Gin Met Val Gly Arg Glu Ser His 
525 530 535 540 

tgg ate ggc etc aca gac tea gag cgt gaa aal gaa tgg aag tgg ctg 1741 
Trp He Gly Leu Thr Asp Ser Glii Arg Glu Asn Glu Trp Lys Trp Leu 

545 550 555 

gat ggg aca ict cca gac lac aaa aat tgg aaa get gga cag ccg gat 1789 
Asp Gly Thr Ser Pro Asp Tyr Lys Asn Trp Lys Ala Gly Gin Pro Asp 

560 565 570 

aac tgg ggi eat ggc cat ggg cca gga gaa gac Igt get ggg tig alt 1837 
Asn Trp Gly His Gly His Gly Pro Gly Glu Asp Cys Ala Gly Leu He 

575 580 585 

tat get ggg cag tgg aac gat Ite caa tgt gaa gac gtc aat aac tie 1885 
Tyr Ala Gly Gin Trp Asn Asp Phe Gin Cys Glu Asp Val Asn Asn Phe 

590 595 600 

att ige gaa aaa gac agg gag aca gta ctg tea let gca tia 1933 
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3I/3S- 

He Cys Glu Lys Asp Arg Glu Thr Val Leu Ser Ser Ala Leu 
605 610 615 

laacggactg igatgggatc acaigagcaa aitttcagct cicaaaggca aaggacacic 1993 

ctttciaatt gcaicacctt ctcatcagai igaaaaaaaa aaaagcactg aaaaccaati -2053 

actgaaaaaa aatlgacagc lagigttttt taccatccgt cattacccaa agactiggga 2113 

actaaaatgl tccccagggt gatalgciga Itltcattgt gcacaiggac tgaatcacai 2173 

agattctcct ccgtcagtaa ccgtgcgati atacaaatta tgtcttccaa agtatggaac 2233 

actccaatca gaaaaaggtt atcatcccg 2262 

<2I0> 24 

<211> 618 

<212> PRT 

<2I3> Homo Sapiens 

<220> 

<223> Deduced Amino Acid Sequence of Mutated Novel Humna Scavenger Recep 
tor from Nucleotide Sequence. 

<400> 24 

Met Lys Asp Asp Phe Ala Glu Glu Glu Glu Val Gin Ser Phe Gly Tyr 

1 5 10 15 

Lys Arg Phe Gly He Gin Glu Gly Thr Gin Cys Thr Lys Cys Lys Asn 

20 25 ■ 30 

Asn Trp Ala Leu Lys Phe Ser lie lie Leu Leu Tyr He Leu Cys Ala 

35 40 45 

Leu Leu Thr He Thr Val Ala He Leu Gly Tyr Lys Val Val Glu lys 

50 55 60 

Met Asp Asn Val Thr Gly Gly Met Glu Thr Ser Arg Gin Thr Tyr Asp 
65 70 75 80 
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32/35- 

Asp Lys Leu Thr Ala Val Glu Ser Asp Leu Lys Lys Leu Gly Asp Gin 

85 90 95 

Thr Gly Lys Lys Ala He Ser Thr Asn Ser Glu Leu Ser Thr Phe Afg 

100 105 110 ■ 

Ser Asp He Leu Asp Leu Arg Gin Gin Leu Arg Glu He Thr Glu Lys 

nS 120 125 

Thr Ser Lys Asn Lys Asp Thr Leu Glu Lys Leu Gin Ala Ser Gly Asp 

130 135 140 

Ala Leu Val Asp Arg Gin Ser Gin Leu Lys Glu Thr Leu Glu Asn Asn 
145 150 155 160 

Ser Phe Leu He Thr Thr Val Asn Lys Thr Leu Gin Ala Tyr Asn Gly 

165 • 170 175 

Tyr Val Thr Asn Leu Gin Gin Asp Thr Ser Val Leu Gin Gly Asn Leu 

180 185 ,190 

Gin Asn Gin Met Tyr Ser His Asn Val Val He Met Asn Leu Asn Asn 

195 200 205 

Leu Asn Leu Thr Gin Val Gin Gin Arg Asn Leu He Thr Asn Leu Gin 

210 215 220 

Arg Ser Val Asp Asp Thr Ser Gin Ala He Gin Arg He Lys Asn Asp 
225 230 235 240 

Phe Gin Asn Leu Gin Gin Val Phe Leu Gin Ala Lys Lys Asp Thr Asp 

245 250 255 

Trp Leu Lys Glu Lys Val Gin Ser Leu Gin Thr Leu Ala Ala Asn Asn 

260 265 270 

Ser Ala Leu Ala Lys Ala Asn Asn Asp Thr Leu Glu Asp Met Asn Ser 

275 280 285 

Gin Leu Asn Ser Phe Thr Gly Gin Met Glu Asn He Thr Thr He Ser 

290 295 300 

Gin Ala Asn Glu Gin Asn Leu Lys Asp Leu Gin Asp Leu His Lys Asp 
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305 310 315 , 320 

Ala Glu Asn Arg Thr Ala lie Lys Phe Asn Gin Leu Glu Glu Arg Phc 
325 330 335 ' 

Gin Leu Phe Glu Thr Asp He Val Asn He He Ser Asn He Ser Tyr 

340 345 350 

Thr Ala His His Leu Arg Thr Leu Thr Ser Asn Leu Asn G,lu Val Arg 

355 360 365 

Thr Thr Cys Thr Asp Thr Leu Thr Lys His Thr Asp Asp Leu Thr Ser 

370 375 380 

Leu Asn Asn Thr Leu Ala Asn lie Arg Leu Asp Ser Val Ser Leu Arg 
3S5 390 395 400 

Met Gin Gin Asp Leu Mel Arg Ser Arg Leu Asp Thr Glu Val Ala Asn 

405 410 415 

Leu Ser Val He Met Glu Glu Met Lys Leu Val Asp Ser Lys His Gly 

420 425 430 

Gin Leu He Lys Asn Phe Thr He Leu Gin Gly Pro Pro Gly Pro Arg 

435 440 445 

Gly Pro Arg Gly Asp Arg Gly Ser Gin Gly Pro Pro Gly Pro Thr Gly 

450 455 460 

Asn Lys Gly Gin Lys Gly Glu Lys Gly Glu Pro Gly Pro Pro Gly Pro 
465 470 475 480 

Ala Gly Cys Pro Pro His Trp Lys Asn Phe Thr Asp Lys Cys Tyr Tyr 

485 490 495 

Phe Ser Val Glu Lys Glu He Phe Glu Asp Ala Lys, Leu Phe Cys Glu 

500 505 510 

Asp Lys Ser Ser His Leu Val Phe He Asn Thr Arg Glu Glu Gin Gin 

515 520 525 

Trp He Lys Lys Gin Mel Val Gly Arg Glu Ser His Trp lie Gly Leu 
530 535 540 
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34/3^ 

Thr Asp Ser Glu Arg Glu Asn Glu Trp Lys Trp Leu Asp Gly Thr Scr 
545 550 555 560 

Pro Asp Tyr Lys Asn Trp Lys Ala Gly Gin Pro Asp Asn Trp Gly His 

565 570 575 

Gly His Gly Pro Gly Glu Asp Cys Ala Gly Leu lie Tyr Ala Gly Gin 

580 585 590 . 

Trp Asn Asp Phe Gin Cys Glu Asp Val Asn Asn Phe lie Cys Glu Lys 

595 600 605 

Asp Arg Glu Thr Val Leu Ser Ser Ala Leu 

610. 615 

<210> 25 

<211> 30 . 

<2I2> DNA • ■ _ 

<213> An i f icial Sequence 

<220> 

<223> Sequence of a Primer for PCR Ampl i f i cat i on of hSRCL-PI . 
<400> 25 

ccgctcgagc ggtcaccatg aaagacgact 30 

<210> 26 
<2I1> 30 
<2I2> DNA 

<213> Arii f icial Sequence 



<220> 

<223> Sequence of a Primer for PCR Amplification of hSRCL-PI. 
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<210> 27 
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aatgcggccg caccaigaaa gacgac i leg cagag ; 

<2I0> 28 
<211> 32 
<212> DNA 

<213> Art i f icial Sequence 
<220> 

<223> Sequence of a Primer for PCR Amplification of hSRCL-PI. 
<400> 28 

gctclagacc gcggiaalgc agaigacagl ac 32 
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(57) Abstract 

Novel collcctiii-related molecules expected as exerting antibacterial and antiviral activities, etc. particularly in. the human body, 
namely, a novel collectin gene containing the base sequence represented by SEQ ID N0:1 and a novel collectin containing the amino acid 
sequence represented by SEQ ID NO:2; and a method with the use or the same. 
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